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M 
hi 
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<210> 1 
<211> 1047 
<212> DNA 

<213> Homo sapiens 



<400> 1 

atgcagtggt cctgtctggc ctgtaccctc 
ctgagagacc ctgtgcctgt gcccacaggg 
acgaacccat gcgcctcctt cctggaggtt 
actgtagggt ctgagcaccc gccctgtcca 
gactccttca acagaccatc ccctgctcct 
cggacagagg ccttcccatc cccaggcctg 
gaagccggcc tcaattctca aggccatgcc 



ctcagggtcc tcccacatgt cctgtctctc 60 
accaagctct tccactcctg tatcacctca 120 
gctgttgaag ctgcaggcat caccccctgg 180 
tatccatccc tgcatgcctc tccgttcacc 24 0 
ctcaacaggc cccgctctgc tggggaacca 300 
aaggccagag taggtgggac catcctcgcc 360 
gtggagccag tgccatctgg accctctggg 420 



1 



tcaagcaaag ggtgtgtgct aatcaaaggc 
tgcccagtgg accgtgaaaa ccttctgctg 
ctgctctcca gctctccatg catcaaggtg 
tttgacttgc aaagtcgggc cgctcgggat 
cagatcccag ctgcaaaggg cagttccttc 
ggctcagccc gaggtcccag gaaccactgc 
ccagagctgg gggctggtag cccccctttg 
ccccaggccc gactgcggaa gggtgtggac 
ccactgtgca ctctcccagg ccagccgaac 
catggagggt attgtggcat ggagagctgt 
gggagctcat ctgcagaagc tgcctga 



aggccctcga ggatgccaaa ggcccgcgaa 480 
acaaaccctg cagtgccttc tctgctccag 540 
gaaacagagc aggagcgcag taatgcggaa 600 
tacaattcaa ggctgctgct gaaactcggg 660 
ctcgagctgc agaacgtgtc tggaggggtt 720 
aaggtggggg cgggccctca gagccctttc 780 
gctttggaga aggtcagtac ccaacccatt 840 
tggccccctg tgtctcctgg tgaccagtgt 900 
ctggcacaca ctgggtgttc cctaaatagc 960 
cgattccaga aacctcctgg acatagggct 1020 

1047 



<210> 2 

<211> 348 
p <212> PRT 
^Ji <213> Homo sapiens 

%i 

y <400> 2 

O Met Gin Trp Ser Cys Leu Ala Cys Thr Leu Leu Arg Val Leu Pro His 

^ 15 10 15 

^ Val Leu Ser Leu Leu Arg Asp Pro Val Pro Val Pro Thr Gly Thr Lys 
s 20 25 30 

□ 

Leu Phe His Ser Cys He Thr Ser Thr Asn Pro Cys Ala Ser Phe Leu 
5 35 40 45 

Glu Val Ala Val Glu Ala Ala Gly He Thr Pro Trp Thr Val Gly Ser 
50 55 60 

Glu His Pro Pro Cys Pro Tyr Pro Ser Leu His Ala Ser Pro Phe Thr 
65 70 75 80 

Asp Ser Phe Asn Arg Pro Ser Pro Ala Pro Leu Asn Arg Pro Arg Ser 
85 90 95 

Ala Gly Glu Pro Arg Thr Glu Ala Phe Pro Ser Pro Gly Leu Lys Ala 
100 105 110 

Arg Val Gly Gly Thr He Leu Ala Glu Ala Gly Leu Asn Ser Gin Gly 
115 120 125 

His Ala Val Glu Pro Val Pro Ser Gly Pro Ser Gly Ser Ser Lys Gly 
130 135 140 

Cys Val Leu He Lys Gly Arg Pro Ser Arg Met Pro Lys Ala Arg Glu 
145 150 155 160 



2 



• 



Cys Pro Val Asp Arg Glu Asn Leu Leu Leu Thr Asn Pro Ala Val Pro 
165 170 175 

Ser Leu Leu Gin Leu Leu Ser Ser Ser Pro Cys lie Lys Val Glu Thr 
180 185 190 

Glu Gin Glu Arg Ser Asn Ala Glu Phe Asp Leu Gin Ser Arg Ala Ala 
195 200 205 

Arg Asp Tyr Asn Ser Arg Leu Leu Leu Lys Leu Gly Gin lie Pro Ala 
210 215 220 

Ala Lys Gly Ser Ser Phe Leu Glu Leu Gin Asn Val Ser Gly Gly Val 
225 230 235 240 

Gly Ser Ala Arg Gly Pro Arg Asn His Cys Lys Val Gly Ala Gly Pro 
^) 245 250 255 

M 

hi 

Gin Ser Pro Phe Pro Glu Leu Gly Ala Gly Ser Pro Pro Leu Ala Leu 
P 260 265 270 

H 

■^i Glu Lys Val Ser Thr Gin Pro lie Pro Gin Ala Arg Leu Arg Lys Gly 
jj*' 275 280 285 

o 

S.,J Val Asp Trp Pro Pro Val Ser Pro Gly Asp Gin Cys Pro Leu Cys Thr 
P 290 295 300 

€1 

Leu Pro Gly Gin Pro Asn Leu Ala His Thr Gly Cys Ser Leu Asn Ser 
305 310 315 320 

His Gly Gly Tyr Cys Gly Met Glu Ser Cys Arg Phe Gin Lys Pro Pro 
325 330 335 

Gly His Arg Ala Gly Ser Ser Ser Ala Glu Ala Ala 
340 345 



<210> 3 

<211> 646 

<212> DNA 

<213> Homo sapiens 

<400> 3 

agcgcgcccg aacgaagccg cggcccgggc 
gatgttcggc agcctcctgc acttcgccct 
ggatctcccg gagccccgca gccgagccag 
ctgggccatc ggtcacttca tgggcaagaa 



acagcatggc ccgcggcggg agggcgctcg 60 
gctcgctgcc ggcgtcgtcc cgctcagctg 120 
caagatccga gtgcactcgc gaggcaagct 180 
gagtctggag ccttccagcc catccccatt 24 0 



3 



ggggacagct ccccacacct ccctgaggga 
cggaatcctc ctgctaaaga aggctctggg 
ccagtacagg aggctgctgg tacaaatact 
caacagcgtg gcttagattg tgcccaccca 
gccccatctg gatgtaaatc ctgagctcaa 
gctgggtcac cagaaatatc gctgatgcag 
cttccctgtt gaattggtga ataaaacctt 



ccagcgactg cagctgagtc atgatctgct 300 
cgtgagcctc agccgccccg caccccaaat 360 
gcagaaatga caccaataat ggggcagaca 420 
gggaaggtgc tgaatgggac cctgttgatg 480 
atctctgtta ctccattact gtgatttctg 540 
acacagatta tgttcctgct gtatttcctg 600 
gctctataca tacaaa 646 



<210> 4 

<211> 112 

<212> PRT 

<213> Homo sapiens 

<400> 4 

Met Phe Gly Ser Leu Leu His Phe Ala Leu Leu Ala Ala Gly Val Val 
15 10 15 

P 

Pro Leu Ser Trp Asp Leu Pro Glu Pro Arg Ser Arg Ala Ser Lys lie 
^1 20 25 3 0 

M 

2 Arg Val His Ser Arg Gly Lys Leu Trp Ala lie Gly His Phe Met Gly 
P 35 40 45 

Lys Lys Ser Leu Glu Pro Ser Ser Pro Ser Pro Leu Gly Thr Ala Pro 
p 50 55 60 

g His Thr Ser Leu Arg Asp Gin Arg Leu Gin Leu Ser His Asp Leu Leu 

4) 65 70 75 80 

jwl Gly lie Leu Leu Leu Lys Lys Ala Leu Gly Val Ser Leu Ser Arg Pro 
85 90 95 

Ala Pro Gin lie Gin Tyr Arg Arg Leu Leu Val Gin lie Leu Gin Lys 
100 105 110 



<210> 5 

<211> 693 

<212> DNA 

<213> Homo sapiens 

<400> 5 

atgaagctgg cattcctctt ccttggcccc atggccctcc tccttctggc tggctatggc 60 
tgtgtcctcg gtgcctccag tgggaacctg cgcacctttg tgggctgtgc cgtgagggag 120 



4 




tttactttcc tggccaagaa gccaggctgc 
tggggtcgct gtgagacctg ggagaaaccc 
catcgagtct gtacctacaa cgagaccaaa 
ccgggagtcg accccttcta cacctatccc 
tccactgcca ccacggagct gaggttgatg 
tggtgtcagc gtaggagaca gggatctagg 
gtaagagaca aggtgagtct cctgaaggca 
ccagcgagct cccagggcct ttctgcttct 
caaattgact cagcttctgg taaagttgga 
tccagtgcag agattacatt aggaggaaca 




aggggccttc ggatcaccac ggatgcctgc 180 
attctggaac ccccctatat tgaagcccat 24 0 
caggtgactg tcaagctgcc caactgtgcc 300 
gtggccatcc gctgtgactg cggagcctgc 360 
ccaggggaag ctgctgtggc actgggcttc 420 
acaacaggga ccaggtggcg acatgcagct 480 
gtagatggtt ggaatgggct gcttggggac 540 
tcctgtaccc ctgtatttcc cttggctttc 600 
aacttttcca gcaaacagac cttcatcttc 660 
tga 693 



M 
B 

m 



<210> 6 

<211> 230 

<212> PRT 

<213> Homo sapiens 

<400> 6 

Met Lys Leu Ala Phe Leu Phe Leu Gly Pro Met Ala Leu Leu Leu Leu 
15 10 15 

Ala Gly Tyr Gly Cys Val Leu Gly Ala Ser Ser Gly Asn Leu Arg Thr 
20 25 30 



Phe Val Gly Cys Ala Val Arg Glu Phe Thr Phe Leu Ala Lys Lys Pro 
□ 35 40 45 

O Gly Cys Arg Gly Leu Arg lie Thr Thr Asp Ala Cys Trp Gly Arg Cys 

€1 50 55 60 

O 

Glu Thr Trp Glu Lys Pro lie Leu Glu Pro Pro Tyr lie Glu Ala His 
65 70 75 80 

His Arg Val Cys Thr Tyr Asn Glu Thr Lys Gin Val Thr Val Lys Leu 
85 90 95 



Pro Asn Cys Ala Pro Gly Val Asp Pro Phe Tyr Thr Tyr Pro Val Ala 
100 105 110 

lie Arg Cys Asp Cys Gly Ala Cys Ser Thr Ala Thr Thr Glu Leu Arg 
115 120 125 

Leu Met Pro Gly Glu Ala Ala Val Ala Leu Gly Phe Trp Cys Gin Arg 
130 135 140 

Arg Arg Gin Gly Ser Arg Thr Thr Gly Thr Arg Trp Arg His Ala Ala 
145 150 155 160 
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Val Arg Asp Lys Val Ser Leu Leu 
165 

Leu Leu Gly Asp Pro Ala Ser Ser 
180 

Thr Pro Val Phe Pro Leu Ala Phe 
195 200 

Val Gly Asn Phe Ser Ser Lys Gin 
210 215 

He Thr Leu Gly Gly Thr 
225 230 




Lys Ala Val Asp Gly Trp Asn Gly 
170 175 

Gin Gly Leu Ser Ala Ser Ser CYs 
185 190 

Gin He Asp Ser Ala Ser Gly Lys 
205 

Thr Phe He Phe Ser Ser Ala Glu 
220 



<210> 7 

0 <211> 483 

f*: <212> DNA 

1^^- <213> Homo sapiens 

§% <400> 7 

j^i, cactgtcata ctgtttcaga attaaatatg 

%| gccagctgct ggtgggagat cctgttgcag 

g ttcctaacag aggcttggcc cgcaccaagg 

Q gccgctgcct ggcatgtgtg gagacagaag 

\i ccttgccccc acaggatgtg aacattgagg 

O gcttcacctt cttccagagc agctcaggct 
ctggctggtt cctgtgtggc ccggcagagc 

S gtgagccctc agcccgtacc aagttttact 

1=^ tgc 



cagaccagaa ggctctatac acaagagatg 60 
acaactgctg tgcagagaag atctgcatac 120 
tccccatttt cctggggatc cagggaggga 180 
aggggccttc cctacagctg gagccatcca 240 
aactgtacaa aggtggtgaa gaggccacac 300 
ccgccttcag gcttgaggct gctgcctggc 360 
cccagcagcc agtacagctc accaaggaga 420 
ttgaacagag ctggtaggga gacaggaaac 480 

483 



<210> 8 

<211> 154 

<212> PRT 

<213> Homo sapiens 

<400> 8 

Leu Ser Tyr CYs Phe Arg lie Lys Tyr Ala Asp Gin Lys Ala Leu Tyr 
15 10 15 

Thr Arg Asp Gly Gin Leu Leu Val Gly Asp Pro Val Ala Asp Asn Cys 
20 25 30 

Cys Ala Glu Lys He Cys He Leu Pro Asn Arg Gly Leu Ala Arg Thr 
35 40 45 
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Lys Val Pro lie Phe Leu Gly lie Gin Gly Gly Ser Arg Cys Leu Ala 
50 55 60 

Cys Val Glu Thr Glu Glu Gly Pro Ser Leu Gin Leu Glu Pro Ser Thr 
65 70 75 80 

Leu Pro Pro Gin Asp Val Asn He Glu Glu Leu Tyr Lys Gly Gly Glu 
85 90 95 

Glu Ala Thr Arg Phe Thr Phe Phe Gin Ser Ser Ser Gly Ser Ala Phe 
100 105 110 

Arg Leu Glu Ala Ala Ala Trp Pro Gly Trp Phe Leu Cys Gly Pro Ala 
115 120 125 

Glu Pro Gin Gin Pro Val Gin Leu Thr Lys Glu Ser Glu Pro Ser Ala 
130 135 140 

o 

^1 Arg Thr Lys Phe Tyr Phe Glu Gin Ser Trp 
SI 145 150 

□ 

<210> 9 

H; <211> 520 

'^■'^ <212> DNA 

^ <213> Homo sapiens 



□ 

□ 
1.^ 



<400> 9 

atgggcacac ctggcctggc cctgcatgca gactggacgg tgagccagga cttctgcagg 60 
acacccaaat cctatgctat tcgtgattct cgacagatgg tgtgggtcct gagtggaaat 12 0 
tctttaatag cagctcctct tagccgcagc attaagcctg tcactcttca tttaatagcc 180 
tgtagagaca cagaattcag tgacaaggaa aagggtaata tggtttacct gggaatcaag 240 
ggaaaagatc tctgtctctt ctgtgcagaa attcagggca agcctacttt gcagcttaag 300 
gaaaaaaata tcatggacct gtatgtggag aagaaagcac agaagccctt tctctttttc 360 
cacaataaag aaggctccac ttctgtcttt cagtcagtct cttaccctgg ctggttcata 420 
gccacctcca ccacatcagg acagcccatc tttctcacca aggagagagg cataactaat 480 
aacactaact tctacttaga ttctgtggaa taaatccagc 520 



<210> 10 

<211> 170 

<212> PRT 

<213> Homo sapiens 

<400> 10 

Met Gly Thr Pro Gly Leu Ala Leu His Ala Asp Trp Thr Val Ser Gin 
• 1 5 10 15 
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Asp Phe Cys Arg Thr Pro Lys Ser Tyr Ala lie Arg Asp Ser Arg Gin 
20 25 30 

Met Val Trp Val Leu Ser Gly Asn Ser Leu lie Ala Ala Pro Leu Ser 
35 40 45 

Arg Ser lie Lys Pro Val Thr Leu His Leu lie Ala Cys Arg Asp Thr 
50 55 60 

Glu Phe Ser Asp Lys Glu Lys Gly Asn Met Val Tyr Leu Gly He Lys 
65 70 75 80 

Gly Lys Asp Leu Cys Leu Phe Cys Ala Glu He Gin Gly Lys Pro Thr 
85 90 95 

Leu Gin Leu Lys Glu Lys Asn He Met Asp Leu Tyr Val Glu Lys Lys 
100 105 110 

0 

€1 Ala Gin Lys Pro Phe Leu Phe Phe His Asn Lys Glu Gly Ser Thr Ser 
^1 115 120 125 

y 
m 

SI 



Val Phe Gin Ser Val Ser Tyr Pro Gly Trp Phe He Ala Thr Ser Thr 

130 135 140 

Thr Ser Gly Gin Pro He Phe Leu Thr Lys Glu Arg Gly He Thr Asn 

145 150 155 160 



o. 

y Asn Thr Asn Phe Tyr Leu Asp Ser Val Glu 
165 170 

p. 

<210> 11 

<211> 391 

<212> DNA 

<213> Homo sapiens 

<400> 11 

gatatcaatc atcgggtgtg ggttcttcag gaccagacgc tcatagcagt cccgaggaag 60 
gtgttcccag tcactattgc cttaatctca tgccgacatg tggagaccct tgagaaagac 120 
agagggaacc ccatctacct gggcctgaat ggactcaatc tctgcctgat gtgtgctaaa 180 
gtcggggacc agcccacact gcagctgaag cttcaggaaa aggatataat ggatttgtac 240 
aaccaacccg agcctgtgaa gtcctttctc ttctaccaca gccagagtgg caggaactcc 300 
accttcgagt ctgtggcttt ccctggctgg ttcatcgctg tcagctctga aggaggctgt 360 
cctctcatcc ttacccaaga actggggaaa g 391 



<210> 12 
<211> 130 
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<212> PRT 

<213> Homo sapiens 

<400> 12 

Asp He Asn His Arg Val Trp Val Leu Gin Asp Gin Thr Leu He Ala 
15 10 15 

Val Pro Arg Lys Val Phe Pro Val Thr He Ala Leu He Ser Cys Arg 
20 25 30 

His Val Glu Thr Leu Glu Lys Asp Arg Gly Asn Pro He Tyr Leu Gly 
35 40 45 

Leu Asn Gly Leu Asn Leu Cys Leu Met Cys Ala Lys Val Gly Asp Gin 
50 55 60 

Pro Thr Leu Gin Leu Lys Leu Gin Glu Lys Asp He Met Asp Leu Tyr 

□ 65 70 75 80 

€^ 

- Asn Gin Pro Glu Pro Val Lys Ser Phe Leu Phe Tyr His Ser Gin Ser 
W 85 90 95 

□ 

Gly Arg Asn Ser Thr Phe Glu Ser Val Ala Phe Pro Gly Trp Phe He 
Q 100 105 110 

s 

p Ala Val Ser Ser Glu Gly Gly Cys Pro Leu He Leu Thr Gin Glu Leu 
\^ 115 120 125 

Q 

Gly Lys 

□ 130 

<210> 13 

<211> 23 

<212> DNA 

<213> Homo sapiens 

<400> 13 

acaacgagac caaacaggtg act 23 



<210> 14 

<211> 22 

<212> DNA 

<213> Homo sapiens 

<400> 14 

tcaagctgcc caactgtgcc cc 22 
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<210> 15 
<211> 20 
<212> DNA 

<213> Homo sapiens 
<400> 15 

ggccacggga taggtgtaga 

<210> 16 
<211> 18 
<212> DNA 

<213> Homo sapiens 
<400> 16 

ttccagccca tccccatt 

<210> 17 

<211> 22 

<212> DNA 

<213> Homo sapiens 

<400> 17 

ccccacacct ccctgaggga cc 

<210> 18 
<211> 23 
<212> DNA 

<213> Homo sapiens 
<400> 18 

cagatcatga ctcagctgca gtc 

<210> 19 

<211> 117 

<212> DNA 

<213> Homo sapiens 

<400> 19 

acctcgggct gagccaaccc ctccagacac gttctgcagc tcgaggaagg aactgccctt 
tgcagctggg atctgcccga gtttcagcag cagccttgaa ttgtaatccc gagcggc 
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<210> 20 
<211> 117 
<212> DNA 

<213> Homo sapiens 
<400> 20 

acctcgggct gagccaaccc ctccagacac gttctgcagc tcgaggaagg aactgccctt 60 
tgcagctggg atctgcccga gtttcagcag cagccttgaa ttgtaatccc gagcggc 117 



<210> 21 
<211> 636 
<212> DNA 

<213> Homo sapiens 



<400> 21 

gcgcgcccga acgaagccgc ggcccgggca cagcatggcc cgcggcggga gggcgctcgg 60 
atgttcggca gcctcctgca cttcgccctg ctcgctgccg gcgtcgtccc gctcagctgg 120 
gatctcccgg agccccgcag ccgagccagc aagatccgag tgcactcgcg aggcaagctc 180 
tgggccatcg gtcacttcat gggcaagaag agtctggagc ' cttccagccc atccccattg 240 
Q gggacagctc cccacacctc cctgagggac cagcgactgc agctgagtca tgatctgctc 300 
P ggaatcctcc tgctaaagaa ggctctgggc gtgagcctca gccgccccgc accccaaatc 360 
^ cagtacagga ggctgctggt acaaatactg cagaaatgac accaataatg gggcagacac 420 
S| aacagcgtgg cttagattgt gcccacccag ggaaggtgct gaatgggacc ctgttgatgg 480 
s ccccatctgg atgtaaatcc tgagctcaaa. tctctgttac tccattactg tgatttctgg 540 
p ctgggtcacc agaaatatcg ctgatgcaga cacagattat gttcctgctg tatttcctgc 600 
Si ttccctgttg aattggtgaa taaaaccttg ctctat 636 
P 

O <210> 22 
<211> 629 
<212> DNA 

<213> Homo sapiens 



<400> 22 

gcgcgcccga acgaagccgc ggcccgggca 
tgttcggcag cctcctgcct tcgccctgct 
ctcccggagc cccgcagccg agccagcaag 
ccacggtcac ttcatgggca agaagagtct 
gctccccaca cctccctgag ggaccagcga 
ctcctgctaa agaaggctct gggcgtgagc 
aggaggctgc tggtacaaat actgcagaaa 
gtggcttaga ttgtgcccac ccagggaagg 
ctggatgtaa atcctgagct caaatctctg 
caccagaaat atcgctgatg cagacacaga 
gttgaattgg tgaataaaac cttgctctt 



cagcatggcc cgcggcgggg ggcgctcgga 60 
cgctgccggc gtcgcccgct cagctgggat 120 
atccgagtgc actcgcgagg caactctggg 180 
ggagccttcc agcccatccc attggggaca 24 0 
ctgcagctga gtcatgatct gctcggaatc 300 
ctcagccgcc ccgcacccca aatccagtac 360 
tgacaccaat aatggggcag acacaacagc 420 
tgctgaatgg gaccctgttg atggccccat 480 
ttactccatt actgtgattt ctggctgggt 540 
ttatgttcct gctgtatttc ctgcttccct 600 

629 
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<210> 23 
<211> 639 
<212> DNA 

<213> Homo sapiens 
<400> 23 

gcgcgcccga acgaagccgc ggcccgggca cagccatggc ccggcgggcg gggggcgctc 60 
ggatgttcgg cagcctcctg ctcttcgccc tgctcgctgc cggcgtcgcc ccgctcagct 120 
gggatctccc ggagccccgc agccgagcca gcaagatccg agtgcactcg cgaggcaacc 180 
tctgggccac cggtcacttc atgggcaaga agagtctgga gccttccagc ccatcccatt 24 0 
ggggacagct ccccacacct cccctgaggg accagcgact gcagctgagt catgatctgc 3 00 
tcggaatcct cctgctaaag aaggctctgg gcgtgagcct cagccgcccc gcaccccaaa 360 
tccagtacag gaggctgctg gtacaaatac tgcagaaatg acaccaataa taggggcaga 420 
cacaacagcg tggcttagat tgtgcccacc cagggaaggt gctgaatggg accctgttga 480 
tggccccatc tggatgtaaa tcctgagctc aaatctctgt tactccatta ctgtgatttc 54 0 
tggctgggtc accagaaata tcgctgatgc agacacagat tatgttcctg ctgtatttcc 600 
tgcttccctg ttgaattggt gaataaaacc ttgctcttt 639 

M 

y <210> 24 

□ <211> 118 

fl! <212> PRT 

H= <213> Homo sapiens 

\l 

3 <400> 24 

C| Arg Arg Glu Gly Ala Arg Met Phe Gly Ser Leu Leu His Phe Ala Leu 
^1 I 5 10 15 

B 

^1 Leu Ala Ala Gly Val Val Pro Leu Ser Trp Asp Leu Pro Glu Pro Arg 
p 20 25 30 

Ser Arg Ala Ser Lys lie Arg Val His Ser Arg Gly Lys Leu Trp Ala 
35 40 45 

lie Gly His Phe Met Gly Lys Lys Ser Leu Glu Pro Ser Ser Pro Ser 
50 55 60 

Pro Leu Gly Thr Ala Pro His Thr Ser Leu Arg Asp Gin Arg Leu Gin 
65 70 75 80 

Leu Ser His Asp Leu Leu Gly lie Leu Leu Leu Lys Lys Ala Leu Gly 
85 90 95 

Val Ser Leu Ser Arg Pro Ala Pro Gin lie Gin Tyr Arg Arg Leu Leu 
100 105 110 

Val Gin He Leu Gin Lys 
115 
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<210> 25 
<211> 105 
<212> PRT 

<213> Homo sapiens 
<400> 25 

Arg Gly Ala Arg Met Phe Gly Ser Leu Leu Phe Ala Leu Leu Ala Ala 
15 10 15 

Gly Val Pro Leu Ser Trp Asp Leu Pro Glu Pro Arg Ser Arg Ala Ser 
20 25 30 

Lys lie Arg Val His Ser Arg Gly Leu Trp Ala Gly His Phe Met Gly 
35 40 45 

o 

4} Lys Lys Ser Leu Glu Pro Ser Ser Pro Ser Gly Pro Leu Arg Asp Gin 
^1 50 55 60 

w 

D 

m 

g 

e 

M 
G 
€1 
Q 

<210> 26 
<211> 118 
<212> PRT 

<213> Homo sapiens 
<400> 26 

Arg Ala Gly Gly Ala Arg Met Phe Gly Ser Leu Leu Leu Phe Ala Leu 
15 10 15 

Leu Ala Ala Gly Val Ala Pro Leu Ser Trp Asp Leu Pro Glu Pro Arg 
20 25 30 

Ser Arg Ala Ser Lys He Arg Val His Ser Arg Gly Asn Leu Trp Ala 
35 40 45 

Thr Gly His Phe Met Gly Lys Lys Ser Leu Glu Pro Ser Ser Pro Ser 
50 55 60 



Arg Leu Gin Leu Ser His Asp Leu Leu Gly He Leu Leu Leu Lys Lys 
65 70 75 . 80 

Ala Leu Gly Val Ser Leu Ser Arg Pro Ala Pro Gin He Gin Tyr Arg 
85 90 95 

Arg Leu Leu Val Gin He Leu Gin Lys 
100 105 
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His Trp Gly Gin Leu Pro Thr Pro Pro Leu Arg Asp Gin Arg Leu Gin 
65 70 75 80 

Leu Ser His Asp Leu Leu Gly He Leu Leu Leu Lys Lys Ala Leu Gly 
85 90 95 

Val Ser Leu Ser Arg Pro Ala Pro Gin He Gin Tyr Arg Arg Leu Leu 
100 105 110 

Val Gin He Leu Gin Lys 
115 



<210> 27 
<211> 112 
□ <212> PRT 

<213> Homo sapiens 

^1 <400> 27 

fe Met Phe Gly Ser Leu Leu His Phe Ala Leu Leu Ala Ala Gly Val Val 
^ 1 5 10 15 

g Pro Leu Ser Trp Asp Leu Pro Glu Pro Arg Ser Arg Ala Ser Lys He 
g 20 25 30 

P Arg Val His Ser Arg Gly Lys Leu Trp Ala He Gly His Phe Met Gly 
4i 35 40 45 

D. 

Lys Lys Ser Leu Glu Pro Ser Ser Pro Ser Pro Leu Gly Thr Ala Pro 
50 55 60 

His Thr Ser Leu Arg Asp Gin Arg Leu Gin Leu Ser His Asp Leu Leu 
65 70 75 80 

Gly He Leu Leu Leu Lys Lys Ala Leu Gly Val Ser Leu Ser Arg Pro 
85 90 95 

Ala Pro Gin He Gin Tyr Arg Arg Leu Leu Val Gin He Leu Gin Lys 
100 105 110 



<210> 28 

<211> 117 

<212> PRT 

<213> Homo sapiens 
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<400> 28 

Met Thr Arg Gin Ala Gly Ser Thr Trp Leu Leu Arg Gly Leu Leu Leu 
15 10 15 

Phe Ala Leu Phe Val Ser Gly He Thr Pro Phe Ser Trp Asp Leu Pro 
20 25 30 

Glu Pro Arg Ser Arg Ala Ser Lys He Arg Val His Pro Arg Gly Asn 
35 40 45 

Leu Trp Ala Thr Gly His Phe Met Gly Lys Lys Ser Leu Glu Pro Pro 
50 55 60 

Ser Leu Ser Leu Val Gly Thr Ala Pro Pro He Thr Gin Arg Glu Gin 

65 70 75 80 

\l 

j^l Arg Leu Gin Leu Ser His Asp Leu Leu Arg He Leu Leu Leu Gin Lys 

ci 

m 

^ Ala Leu Gly Met Asn Leu Ser Gly Pro Ala Pro Pro He Gin Tyr Arg 

S| 100 105 110 

a 

B Arg Leu Leu Gin Lys 
H 115 

Q 

O <210> 29 
1"^ <211> 121 

<212> PRT 

<213> Homo sapiens 

<400> 29 

Met Ala Arg Arg Ala Gly Gly Ala Arg Met Phe Gly Ser Leu Leu Leu 
15 10 15 

Phe Ala Leu Leu Ala Ala Gly Val Ala Pro Leu Ser Trp Asp Leu Pro 
20 25 30 

Glu Pro Arg Ser Arg Ala Ser Lys He Arg Val His Ser Arg Gly Asn 
35 40 • 45 

Leu Trp Ala Thr Gly His Phe Met Gly Lys Lys Ser Leu Glu Pro Ser 
50 55 60 

Ser Pro Ser His Trp Gly Gin Leu Pro Thr Pro Pro Leu Arg Asp Gin 
65 70 75 80 
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Arg Leu Gin Leu Ser His Asp Leu Leu Gly lie Leu Leu Leu Lys Lys 
85 90 95 

Ala Leu Gly Val Ser Leu Ser Arg Pro Ala Pro Gin lie Gin Tyr Arg 
100 105 110 

Arg Leu Leu Val Gin lie Leu Gin Lys 
115 120 



<210> 30 

<211> 205 

<212> DNA 

<213> Salmo salar 

<400> 30 

ctgctggggt cgctgtgaga cctgggagaa acccattctg gaacccccct atattgaagc 60 

ccatcatcga gtctgtacct acaacgagac caaacaggtg actgtcaagc tgcccaactg 120 

tgccccggga gtcgacccct tctacaccta tcccgtggcc atccgctgtg actgcggagc 180 
ctgctccact gccaccacgg agctg 205 



G 
€1 
M 
U 

o 
m 

J <210> 31 
□ <211> 124 
N{ <212> DNA 

P <213> Artificial Sequence 

P <220> 

<223> Description of Artificial Sequence: consensus 
sequence 

<400> 31 

ctgcgggcct ggaccggagc ctttaaccca tttactcacg ttgacctacg agccagactc 60 

ctccactgtc cccggtgacc cttcacctac cgtggctgct gtgactgcgc tgcagcaccg 12 0 
actg 124 



<210> 32 
<211> 201 
<212> DNA 

<213> Homo sapiens 
<400> 32 

ctgcagtggc cactgcgtca ccaaggagcc ggttttcaag agcccatttt ccaccgtgta 60 
ccagcatgtg tgcacctacc gggacgtccg ctatgaaacg atccgcctac ctgactgtcc 120 
cccttgggtg gaccatcatg tcacctaccc tgtggctctg agctgtgact gcagcctctg 180 
taacatggac acttctgact g 201 
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<210> 33 
<211> 85 
<212> PRT 

<213> Cyprinus carpio 
<400> 33 





Thr Phe Leu Ala Lys Lys Pro Gly Cys Arg Gly Leu Arg He Thr Thr 




1 5 


10 15 






Asp Ala Cys Trp Gly Arg Cys 


Glu Thr Trp Glu Lys Pro He Leu 


Glu 




20 


25 30 






Pro Pro Tyr He Glu Ala His 


His Arg Val Cys Thr Tyr Asn Glu 


Thr 




35 


40 45 




D 


Lys Gin Val Thr Val Lys Leu 


Pro Asn Cys Ala Pro Gly Val Asp 


Pro 




50 55 


60 




y 

B 


Phe Tyr Thr Tyr Pro Val Ala 


He Arg Cys Asp Cys Gly Ala Cys 


Ser 


65 70 


75 


80 


SI 


Thr Ala Thr Thr Glu 
85 






B 
















Q 
€1 


<210> 34 
<211> 37 






B 


<212> PRT 








<213> Artificial Sequence 







<220> 

<223> Description of Artificial Sequence: consensus 
sequence 

<400> 34 

Thr Lys Gly Cys Leu Thr Cys Gly Cys Thr Glu Pro Pro Val Cys Thr 
15 10 15 

Tyr Thr Val Leu Pro Cys Pro Gly Val Asp Pro Thr Tyr Pro Val Ala 
20 25 30 

Cys Asp Cys Cys Thr 
35 



<210> 35 
<211> 85 
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<212> PRT 

<213> Homo sapiens 
<400> 35 

Thr Val Ala Val Glu Lys Glu Gly Cys Pro Lys Cys Leu Val Leu Gin 
15 10 15 

Thr Thr lie Cys Ser Gly His Cys Leu Thr Lys Glu Pro Val Tyr Lys 
20 25 30 

Ser Pro Phe Ser Thr Val Tyr Gin His Val Cys Thr Tyr Arg Asp Val 
35 40 45 

Arg Tyr Glu Thr Val Arg Leu Pro Asp Cys Pro Pro Gly Val Asp Pro 
50 55 60 

His lie Thr Tyr Pro Val Ala Leu Ser Cys Asp Cys Ser Leu Cys Thr 
65 70 75 80 

Met Asp Thr Ser Asp 
85 



<210> 36 
<211> 117 
<212> PRT 

<213> Clupea pallasi 
<400> 36 

Pro Met Ala Leu Leu Leu Leu Ala Gly Tyr Gly Cys Val Leu Gly Ala 
15 10 15 

Ser Ser Gly Asn Leu Arg Thr Phe Val Gly Cys Ala Val Arg Glu Phe 
20 25 30 

Thr Phe Leu Ala Lys Lys Pro Gly Cys Arg Gly Leu Arg lie Thr Thr 
35 40 45 

Asp Ala Cys Trp Gly Arg Cys Glu Thr Trp Glu Lys Pro lie Leu Glu 
50 55 60 

Pro Pro Tyr lie Glu Ala His His Arg Val Cys Thr Tyr Asn Glu Thr 
65 70 75 80 

Lys Gin Val Thr Val Lys Leu Pro Asn Cys Ala Pro Gly Val Asp Pro 
85 90 95 

Phe Tyr Thr Tyr Pro Val Ala lie Arg Cys Asp Cys Gly Ala Cys Ser 
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100 



105 



110 



Thr Ala Thr Thr Glu 
115 



<210> 37 
<211> 47 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: consensus 
sequence 

<400> 37 

Pro Leu Leu Cys Val Leu Ala Asn Leu Cys Thr Lys Gly Cys Arg Leu 
15 10 15 

Thr Cys Gly Cys Thr Glu Pro Pro Val Cys Thr Tyr Thr Leu Pro Cys 
20 25 30 

i,,^, Ala Gly Val Asp Pro Thr Tyr Pro Val Ala Cys Cys Cys Ser Thr 
V| 35 40 45 

□ 

\| <210> 38 
□ <211> 116 
€i <212> PRT 

<213> Homo sapiens 

<400> 38 

Pro Glu Cys Thr He Leu Leu Leu Leu Cys Met Cys Val Leu Ala Val 
15 10 15 

Pro Ala Gin Cys Phe Asn Leu Gin Pro Cys Val Leu Val Asn Glu Thr 
20 25 30 

Val Ser Val Glu Lys Glu Gly Cys Pro Arg Cys Leu Val Phe Arg Thr 
35 40 45 

Thr He Cys Ser Gly His Cys Pro Thr Lys Glu Pro Val Tyr Lys Ser 
50 55 60 

Pro Phe Ser Val Val Asn Gin His Val Cys Thr Tyr Gly Asn Phe Arg 
65 70 75 80 

Tyr Glu Thr He Arg Leu Pro Asp Cys Ala Asp Gly Val Asp Pro Leu 
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85 



90 



95 



Val Thr Tyr Pro Val Ala Leu Ser Cys Glu Cys Ser Leu Cys Ser Met 
100 105 110 



Asp Thr Ser Asp 
115 



<210> 39 
<211> 101 
<212> PRT 

<213> Homo sapiens 
<400> 39 

Ser Ser Gly Asn Leu Arg Thr Phe Val Gly Cys Ala Val Arg Glu Phe 
15 10 15 

o 

Thr Phe Leu Ala Lys Lys Pro Gly Cys Arg Gly Leu Arg lie Thr Thr 
M 20 25 30 

y 

Asp Ala Cys Trp Gly Arg Cys Glu Thr Trp Glu Lys Pro lie Leu Glu 
^ 35 40 45 

Pro Pro Tyr He Glu Ala His His Arg Val Cys Thr Tyr Asn Glu Thr 

P 50 55 60 

p Lys Gin Val Thr Val Lys Leu Pro Asn Cys Ala Pro Gly Val Asp Pro 

-^1 65 70 75 80 

ci 

^ Phe Tyr Thr Tyr Pro Val Ala He Arg Cys Asp Cys Gly Ala Cys Ser 
85 90 95 

Thr Ala Thr Thr Glu 
100 



<210> 40 
<211> 40 
<212> PRT 

<213> Homo sapiens 
<400> 40 

Ser Gly Leu Arg Cys Thr Ala Lys Cys Thr Thr Cys Gly Cys Pro Pro 
15 10 15 

Pro Arg Val Cys Thr Tyr Glu Val Leu Pro Cys Pro Gly Val Asp Pro 
20 25 30 



20 



Pro Val Ala Cys Cys Gly Cys Thr 
35 40 



<210> 41 
<211> 99 
<212> PRT 

<213> Homo sapiens 
<400> 41 

Ser Arg Gly Pro Leu Arg Pro Leu Cys Gin Pro He Asn Ala Thr Leu 
15 10 15 

Ala Ala Glu Lys Glu Ala Cys Pro Val Cys He Thr Phe Thr Thr Ser 
20 25 30 

P He Cys Ala Gly Tyr Cys Pro Ser Met Lys Arg Val Leu Pro Val He 
35 40 45 

Leu Pro Pro Met Pro Gin Arg Val Cys Thr Tyr His Glu Leu Arg Phe 

2 50 55 60 

r„ Ala Ser Val Arg Leu Pro Gly Cys Pro Pro Gly Val Asp Pro Met Val 

*■ 65 70 75 80 

□ 

VI Ser Phe Pro Val Ala Leu Ser Cys His Cys Gly Pro Cys Arg Leu Ser 
□ 65 

Q Ser Thr Asp 
hi' 



<210> 42 
<211> 116 
<212> PRT 

<213> Equus cabal lus 
<400> 42 

Met Ala Leu Leu Leu Leu Ala Gly Tyr Gly Cys Val Leu Gly Ala Ser 
15 10 15 

Ser Gly Asn Leu Arg Thr Phe Val Gly Cys Ala Val Arg Glu Phe Thr 
20 25 30 

Phe Leu Ala Lys Lys Pro Gly Cys Arg Gly Leu Arg He Thr Thr Asp 
35 40 45 
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Ala Cys Trp Gly Arg Cys Glu Thr Trp Glu Lys Pro lie Leu Glu Pro 
50 55 60 

Pro Tyr He Glu Ala His His Arg Val Cys Thr Tyr Asn Glu Thr Lys 
65 70 75 80 

Gin Val Thr Val Lys Leu Pro Asn Cys Ala Pro Gly Val Asp Pro Phe 
85 90 95 

Tyr Thr Tyr Pro Val Ala He Arg Cys Asp Cys Gly Ala Cys Ser Thr 
100 105 110 

Ala Thr Thr Glu 
115 



□ 



<210> 43 
<211> 43 
<212> PRT 

<213> Artificial Sequence 



□ 

<220> 



<223> Description of Artificial Sequence: consensus 



sequence 
Q <400> 43 

\^ Leu Leu Gly Val Ala Ser Gly Leu Arg Cys Thr Ala Lys Cys Thr Thr 
P 1 5 10 15 

P Cys Gly Cys Pro Ala Val Cys Thr Tyr Glu Leu Pro Cys Pro Gly Val 
20 25 30 

Asp Pro Pro Val Ala Cys Cys Gly Cys Thr Thr 
35 40 



<210> 44 

<211> 113 

<212> PRT 

<213> Homo sapiens 

<400> 44 

Leu Leu Leu Trp Met Leu Leu Ser Val Gly Gly Val Trp Ala Ser Arg 
15 10 15 

Gly Pro Leu Arg Pro Leu Cys Arg Pro He Asn Ala Thr Leu Ala Ala 
20 25 30 
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Glu Lys Glu Ala Cys Pro lie Cys lie Thr Phe Thr Thr Ser lie Cys 
35 40 45 



Ala Gly Tyr Cys Pro Ser Met Val Arg Val Met Pro Ala Ala Leu Pro 
50 55 60 

Ala lie Pro Gin Pro Val Cys Thr Tyr Arg Glu Leu Arg Phe Ala Ser 
65 70 75 80 

lie Arg Leu Pro Gly Cys Pro Pro Gly Val Asp Pro Met Val Ser Phe 
85 90 95 

Pro Val Ala Leu Ser Cys His Cys Gly Pro Cys Gin lie Lys Thr Thr 
100 105 110 

Asp 



<210> 45 

<211> 144 

<212> PRT 

<213> Homo sapiens 

<400> 45 

Met Gly Thr Pro Val Lys lie Leu Val Val Arg Asn His lie Leu Phe 
15 10 15 

Ser Val Val Val Leu Leu Ala Val Ala Gin Ser Ser Tyr Leu Pro Pro 
20 25 30 

Cys Glu Pro Val Asn Glu Thr Val Ala Val Glu Lys Glu Gly Cys Pro 
35 40 45 

Lys Cys Leu Val Leu Gin Thr Thr lie Cys Ser Gly His Cys Leu Thr 
50 55 60 

Lys Glu Pro Val Tyr Lys Ser Pro Phe Ser Thr Val Tyr Gin His Val 
65 70 75 80 

Cys Thr Tyr Arg Asp Val Arg Tyr Glu Thr Val Arg Leu Pro Asp Cys 
85 90 95 

Pro Pro Gly Val Asp Pro His lie Thr Tyr Pro Val Ala Leu Ser Cys 
100 105 110 

Asp Cys Ser Leu Cys Thr Met Asp Thr Ser Asp Cys Thr lie Glu Ser 
115 120 125 
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Leu Gin Pro Asp Phe Cys Met Ser Gin Arg Glu Asp Phe Leu Val Tyr 
130 135 140 



<210> 46 
<211> 140 
<212> PRT 

<213> Carassius auratus 
<400> 46 

Met Gly Thr Pro Val Lys lie Leu Val Val Leu Phe Ser Val lie Val 
15 10 15 

Leu Leu Ala Val Ala Gin Ser Ser Tyr Leu Pro Pro Cys Glu Pro Val 
20 25 30 

U.I 

Q Asn Glu Thr Val Ala Val Glu Lys Glu Gly Cys Pro Lys Cys Leu Val 
gi 35 40 45 

"v| Leu Gin Thr Thr He Cys Ser Gly His Cys Leu Thr Lys Glu Pro Val 

ij 50 55 60 

□ 

%j Tyr Lys Ser Pro Phe Ser Thr Val Tyr Gin His Val Cys Thr Tyr Arg 
B 65 70 75 80 

C«' Asp Val Arg Tyr Glu Thr Val Arg Leu Pro Asp Cys Pro Pro Gly Val 
h 85 90 95 

Asp Pro His lie Thr Tyr Pro Val Ala Leu Ser Cys Asp Cys Ser Leu 
100 105 110 

Cys Thr Met Asp Thr Ser Asp Cys Thr He Glu Ser Leu Gin Pro Asp 
115 120 125 

Phe Cys Met Ser Gin Arg Glu Asp Phe Leu Val Tyr 
130 135 140 



<210> 47 
<211> 141 
<212> PRT 
<213> Bos taurus 

<400> 47 
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Met Glu Met Phe Gin Gly Leu Leu Leu Trp Leu Leu Leu Gly Val Ala 
15 10 15 

Gly Val Trp Ala Ser Arg Gly Pro Leu Arg Pro Leu cys Gin Pro lie 
20 25 30 

Asn Ala Thr Leu Ala Ala Glu Lys Glu Ala Cys Pro Val Cys He Thr 
35 40 45 

Phe Thr Thr Ser He Cys Ala Gly Tyr Cys Pro Ser Met Lys Arg Val 
50 55 60 

Leu Pro Val He Leu Pro Pro Met Pro Gin Arg Val Cys Thr Tyr His 
65 70 75 80 

Glu Leu Arg Phe Ala Ser Val Arg Leu Pro Gly Cys Pro Pro Gly Val 
85 90 95 

□. 

€1 Asp Pro Met Val Ser Phe Pro Val Ala Leu Ser Cys His Cys Gly Pro 
100 105 110 

Ul 

Cys Arg Leu Ser Ser Thr Asp Cys Gly Gly Pro Arg Thr Gin Pro Leu 
115 120 125 

Ala Cys Asp His Pro Pro Leu Pro Asp He Leu Phe Leu 
p 130 135 140 

4 

B 

<210> 48 
□ <211> 141 
^ <212> PRT 

<213> Ovis aries 

<400> 48 

Met Glu Met Leu Gin Gly Leu Leu Leu Trp Leu Leu Leu Gly Val Ala 
15 10 15 

Gly Val Trp Ala Ser Arg Gly Pro Leu Arg Pro Leu Cys Gin Pro He 
20 25 30 

Asn Ala Thr Leu Ala Ala Glu Lys Glu Ala Cys Pro Val Cys He Thr 
35 40 45 

Phe Thr Thr Ser He Cys Ala Gly Tyr Cys Leu Ser Met Lys Arg Val 
50 55 60 

Leu Pro Val He Leu Pro Pro Met Pro Gin Arg Val Cys Thr Tyr His 
65 70 75 80 
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Glu Leu Arg Phe Ala Ser Val Arg Leu Pro Gly Cys Pro Pro Gly Val 
85 90 95 

Asp Pro Met Val Ser Phe Pro Val Ala Leu Ser Cys His Cys Gly Pro 
100 105 110 

Cys Arg Leu Ser Ser Thr Asp Cys Gly Gly Pro Arg Thr Gin Pro Leu 
115 120 125 

Ala Cys Asp His Pro Pro Leu Pro Asp lie Leu Phe Leu 
130 135 140 



<210> 49 

<211> 230 

<212> PRT 

SI 

W <400> 49 

O Met Lys Leu Ala Phe Leu Phe Leu Gly Pro Met Ala Leu Leu Leu Leu 
1 5 10 15 



S| 



Ala Gly Tyr Gly Cys Val Leu Gly Ala Ser Ser Gly Asn Leu Arg Thr 
20 25 30 



P 

^l 

p Phe Val Gly Cys Ala Val Arg Glu Phe Thr Phe Leu Ala Lys Lys Pro 

i} 35 40 45 

□ 

^ Gly Cys Arg Gly Leu Arg lie Thr Thr Asp Ala Cys Trp Gly Arg Cys 
50 55 60 

Glu Thr Trp Glu Lys Pro He Leu Glu Pro Pro Tyr He Glu Ala His 
65 70 75 80 

His Arg Val Cys Thr Tyr Asn Glu Thr Lys Gin Val Thr Val Lys Leu 
85 90 95 

Pro Asn Cys Ala Pro Gly Val Asp Pro Phe Tyr Thr Tyr Pro Val Ala 
100 105 110 

He Arg Cys Asp Cys Gly Ala Cys Ser Thr Ala Thr Thr Glu Leu Arg 
115 120 125 

Leu Met Pro Gly Glu Ala Ala Val Ala Leu Gly Phe Trp Cys Gin Arg 
130 135 140 

Arg Arg Gin Gly Ser Arg Thr Thr Gly Thr Arg Trp Arg His Ala Ala 
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CI 



145 150 155 160 

Val Arg Asp Lys Val Ser Leu Leu Lys Ala Val Asp Gly Trp Asn Gly 
165 170 175 

Leu Leu Gly Asp Pro Ala Ser Ser Gin Gly Leu Ser Ala Ser Ser Cys 
180 185 190 

Thr Pro Val Phe Pro Leu Ala Phe Gin lie Asp Ser Ala Ser Gly Lys 
195 200 205 

Val Gly Asn Phe Ser Ser Lys Gin Thr Phe lie Phe Ser Ser Ala Glu 
210 215 220 

lie Thr Leu Gly Gly Thr 
225 230 



y <210> 50 

□ <211> 215 

§1 <212> DNA 

M <213> Equus caballus 



SI 

O 



<400> 50 

aggatgtgaa cattgaggaa ctgtacaaag gtggtgaaga ggccacacgc ttcaccttct 60 

tccagagcag ctcaggctcc gccttcaggc ttgaggctgc tgcctggcct ggctggttcc 12 0 

tgtgtggccc ggcagagccc cagcagccag tacagctcac caaggagagt gagccctcag 180 

cccgtaccaa gttttacttt gaacagagct ggtag 215 



<210> 51 
<211> 147 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: consensus 
sequence 

<400> 51 

agggtaacat gactgcaaag gagagcacgc ttcaccttct ccgcacggcc ccccagcttg 60 

agctgcgcct gcctggctgg ttccttgcgc agagcacgcc gtcagctcac caaagagagc 120 

ctcagtacca agtttactta agcgtag 147 



<210> 52 
<211> 218 
<212> DNA 
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<213> Homo sapiens 



<400> 52 

aggcagttaa catcactgac ctgagcaaga acaaggagga gaacaagcgc ttcaccttca 60 

tccgctcaaa cagtggcccc accaccagct tcgagtctgc cgcctgccct ggctggttcc 120 

tctgcacggc gcaggaggca gaccggcccg tcagcctcac caacaagccc aaagagtcct 180 

tcatggtcac caagttctac ttccaggagg accagtag 218 

<210> 53 
<211> 149 
<212> PRT 

<213> Mus musculus 
<400> 53 

Cys Phe Arg lie Lys Tyr Ala Asp Gin Lys Ala Leu Tyr Thr Arg Asp 
15 10 15 

Gly Gin Leu Leu Val Gly Asp Pro Val Ala Asp Asn Cys Cys Ala Glu 
20 25 30 

Lys He Cys He Leu Pro Asn Arg Gly Leu Ala Arg Thr Lys Val Pro 
35 40 45 

He Phe Leu Gly He Gin Gly Gly Ser Arg Cys Leu Ala Cys Val Glu 
50 55 60 

Thr Glu Glu Gly Pro Ser Leu Gin Leu Glu Pro Ser Thr Leu Pro Pro 
65 70 75 80 

Gin Asp Val Asn He Glu Glu Leu Tyr Lys Gly Gly Glu Glu Ala Thr 
85 90 95 

Arg Phe Thr Phe Phe Gin Ser Ser Ser Gly Ser Ala Phe Arg Leu Glu 
100 105 110 

Ala Ala Ala Trp Pro Gly Trp Phe Leu Cys Gly Pro Ala Glu Pro Gin 
115 120 125 

Gin Pro Val Gin Leu Thr Lys Glu Ser Glu Pro Ser Ala Arg Thr Lys 
130 135 140. 

Phe Tyr Phe Glu Gin 
145 



<210> 54 
<211> 70 



28 



B 



<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: consensus 
sequence 

<400> 54 

Cys Phe Arg Lys Lys Leu Tyr Gin Leu Leu Gly Ala Glu lie Pro Asn 
15 10 15 

Arg Leu Pro Leu Gly Gin Gly Gly Ser Cys Leu Cys Thr Glu Gly Pro 
20 25 30 

Leu Leu Glu Pro Val Asn lie Glu Leu Tyr Gly Glu Phe Thr Phe Gly 
35 40 45 



Vji Glu Ala Ala Pro Gly Trp Phe Leu Cys Glu Gin Pro Val Leu Thr Glu 
y 50 55 60 

□. 

gi!, Ala Thr Phe Tyr Phe Gin 
65 70 

SI 

i 

0 <210> 55 

<211> 146 
B <212> PRT 

<213> Homo sapiens 



o 



<400> 55 

Cys Phe Arg Met Lys Asp Ser Ala Leu Lys Val Leu Tyr Leu His Asn 
15 10 15 

Asn Gin Leu Leu Ala Gly Gly Leu His Ala Glu Lys Val lie Lys Gly 
20 25 30 

Glu Glu lie Ser Val Val Pro Asn Arg Ala Leu Asp Ala Ser Leu Ser 
35 40 45 

Pro Val lie Leu Gly Val Gin Gly Gly Ser Gin Cys Leu Ser Cys Gly 
50 55 60 

Thr Glu Lys Gly Pro lie Leu Lys Leu Glu Pro Val Asn lie Met Glu 
65 70 75 80 

Leu Tyr Leu Gly Ala Lys Glu Ser Lys Ser Phe Thr Phe Tyr Arg Arg 
85 90 95 
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Asp Met Gly Leu Thr Ser Ser Phe Glu Ser Ala Ala Tyr Pro Gly Trp 
100 105 110 

Phe Leu Cys Thr Ser Pro Glu Ala Asp Gin Pro Val Arg Leu Thr Gin 
115 120 125 

He Pro Glu Asp Pro Ala Trp Asp Ala Pro He Thr Asp Phe Tyr Phe 
130 135 140 

Gin Gin 
145 



<210> 56 

<211> 149 

<212> PRT 

<213> Homo sapiens 

□ 

<400> 56 

i.jj Cys Phe Arg He Lys Tyr Ala Asp Gin Lys Ala Leu Tyr Thr Arg Asp 
Si 5 10 15 

m 

^ Gly Gin Leu Leu Val Gly Asp Pro Val Ala Asp Asn Cys Cys Ala Glu 
\| 20 25 30 

Q Lys He Cys He Leu Pro Asn Arg Gly Leu Ala Arg Thr Lys Val Pro 
%| 35 40 45 

P 

^ He Phe Leu Gly He Gin Gly Gly Ser Arg Cys Leu Ala Cys Val Glu 
B 50 55 60 

Thr Glu Glu Gly Pro Ser Leu Gin Leu Glu Pro Ser Thr Leu Pro Pro 
65 70 75 80 

Gin Asp Val Asn He Glu Glu Leu Tyr Lys Gly Gly Glu Glu Ala Thr 
85 90 95 

Arg Phe Thr Phe Phe Gin Ser Ser Ser Gly Ser Ala Phe Arg Leu Glu 
100 105 110 

Ala Ala Ala Trp Pro Gly Trp Phe Leu Cys Gly Pro Ala Glu Pro Gin 
115 120 125 

Gin Pro Val Gin Leu Thr Lys Glu Ser Glu Pro Ser Ala Arg Thr Lys 
130 135 140 

Phe Tyr Phe Glu Gin 
145 
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<210> 57 
<211> 67 
<212> PRT 

<213> Homo sapiens 
<400> 57 

Cys Phe Arg Lys Lys Leu Tyr Gin Leu Leu Gly Ala Glu lie Pro Asn 
15 10 15 

Arg Leu Pro Leu Gly Gin Gly Gly Ser Cys Leu Cys Glu Pro Leu Leu 
20 25 30 

Glu Pro Val Asn lie Glu Leu Tyr Gly Glu Phe Thr Phe Gly Glu Ala 
35 40 45 

B Ala Pro Gly Trp Phe Leu Cys Glu Gin Pro Val Leu Thr Glu Thr Phe 
€1 50 55 60 

Ni 
W 
D 

m 



Tyr Phe Gin 
65 



<210> 58 

p <211> 146 

\| <212> PRT 

Q <213> Homo sapiens 

P <400> 58 

Cys Phe Arg Met Lys Asp Ser Ala Leu Lys Val Leu Tyr Leu His Asn 
15 10 15 

Asn Gin Leu Leu Ala Gly Gly Leu His Ala Gly Lys Val He Lys Gly 
20 25 30 

Glu Glu He Ser Val Val Pro Asn Arg Trp Leu Asp Ala Ser Leu Ser 
35 40 45 

Pro Val He Leu Gly Val Gin Gly Gly Ser Gin Cys Leu Ser Cys Gly 
50 55 60 

Val Gly Gin Glu Pro Thr Leu Thr Leu Glu Pro Val Asn He Met Glu 
65 70 75 80 

Leu Tyr Leu Gly Ala Lys Glu Ser Lys Ser Phe Thr Phe Tyr Arg Arg 
85 90 95 
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Asp Met Gly Leu Thr Ser Ser Phe 
100 

Phe Leu Cys Thr Val Pro Glu Ala 
115 120 

Leu Pro Glu Asn Gly Gly Trp Asn 
130 135 

Gin Gin 
145 




Glu Ser Ala Ala Tyr Pro Gly Trp 
105 110 

Asp Gin Pro Val Arg Leu Thr Gin 
125 

Ala Pro lie Thr Asp Phe Tyr Phe 
140 



<21G> 59 
<211> 173 
<212> PRT 

<213> Homo sapiens 

□ 

^1 <400> 59 

j 1 Asp Asn His Thr Met Arg Gly Thr Pro Gly Asp Ala Asp Gly Gly Gly 

Q ' 

m 

Arg Ala Val Tyr Gin Ser Met Cys Lys Pro lie Thr Gly Thr lie Asn 
\l 20 25 30 

□ Asp Leu Asn Gin Gin Val Trp Thr Leu Gin Gly Gin Asn Leu Val Ala 

S| 35 40 45 

□ 

41 Val Pro Arg Ser Asp Ser Val Thr Pro Val Thr Val Ala Val He Thr 
O 50 55 60 

Cys Lys Tyr Pro Glu Ala Leu Glu Gin Gly Arg Gly Asp Pro He Tyr 
65 70 75 80 

Leu Gly He Gin Asn Pro Glu Met Cys Leu Tyr Cys Glu Lys Val Gly 
85 90 95 

Glu Gin Pro Thr Leu Gin Leu Lys Glu Gin Lys He Met Asp Leu Tyr 
100 105 110 

Gly Gin Pro Glu Pro Val Lys Pro Phe Leu Phe Tyr Arg Ala Lys Thr 
115 120 125 

Gly Arg Thr Ser Thr Leu Glu Ser Val Ala Phe Pro Asp Trp Phe He 
130 135 140 

Ala Ser Ser Lys Arg Asp Gin Pro He He Leu Thr Ser Glu Leu Gly 
145 150 155 160 
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Lys Ser Tyr Asn Thr Ala Phe Glu Leu Asn lie Asn Asp 
165 170 



<210> 60 
<211> 212 
<212> PRT 

<213> Homo sapiens 
<400> 60 

Asp Asn His Thr Met Arg Gly Thr Pro Gly Asp Ala Asp Gly Gly Gly 
15 10 15 

Arg Ala Val Tyr Gin Ser Ser Glu Ser Asn Ala Val Gly Met Gly Leu 
20 25 30 

& Trp Arg Leu Arg Pro Ser Ala Leu Thr Leu Ser Pro Val Glu Ala Pro 
35 40 45 



Ala Phe Ser Ala Pro Leu Cys Thr Leu Pro Phe Pro Pro Val Cys Lys 
50 55 60 

Pro lie Thr Gly Thr lie Asn Asp Leu Asn Gin Gin Val Trp Thr Leu 
65 70 75 80 



S| Gin Gly Gin Asn Leu Val Ala Val Pro Arg Ser Asp Ser Val Thr Pro 
□ 85 90 95 

P Val Thr Val Ala Val He Thr Cys Lys Tyr Pro Glu Ala Leu Glu Gin 
N 100 105 110 

Gly Arg Gly Asp Pro He Tyr Leu Gly He Gin Asn Pro Glu Met Cys 
115 120 125 

Leu Tyr Cys Glu Lys Val Gly Glu Gin Pro Thr Leu Gin Leu Lys Glu 
130 135 140 

Gin Lys He Met Asp Leu Tyr Gly Gin Pro Glu Pro Val Lys Pro Phe 
145 150 155 160 

Leu Phe Tyr Arg Ala Lys Thr Gly Arg Thr Ser Thr Leu Glu Ser Val 
165 170 175 

Ala Phe Pro Asp Trp Phe He Ala Ser Ser Lys Arg Asp Gin Pro He 
180 185 190 

He Leu Thr Ser Glu Leu Gly Lys Ser Tyr Asn Thr Ala Phe Glu Leu 
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195 



200 



205 



Asn He Asn Asp 
210 



<210> 61 

<211> 155 

<212> PRT 

<213> Homo sapiens 

<400> 61 

Met Val Leu Ser Gly Ala Leu Cys Phe Arg Met Lys Asp Ser Ala Leu 
15 10 15 

Lys Val Leu Tyr Leu His Asn Asn Gin Leu Leu Ala Gly Gly Leu His 
20 25 30 

0 

Ala Gly Lys Val He Lys Gly Glu Glu He Ser Val Val Pro Asn Arg 
M 35 40 45 

□ 



Trp Leu Asp Ala Ser Leu Ser Pro Val He Leu Gly Val Gin Gly Gly 
50 55 60 

Ser Gin Cys Leu Ser Cys Gly Val Gly Gin Glu Pro Thr Leu Thr Leu 
Q 65 70 75 80 

M 

P Glu Pro Val Asn He Met Glu Leu Tyr Leu Gly Ala Lys Glu Ser Lys 
^1 85 90 95 

□ 

^ Ser Phe Thr Phe Tyr Arg Arg Asp Met Gly Leu Thr Ser Ser Phe Glu 
100 105 110 

Ser Ala Ala Tyr Pro Gly Trp Phe Leu Cys Thr Val Pro Glu Ala Asp 
115 120 125 

Gin Pro Val Arg Leu Thr Gin Leu Pro Glu Asn Gly Gly Trp Asn Ala 
130 135 140 

Pro He Thr Asp Phe Tyr Phe Gin Gin Cys Asp 
145 150 155 



<210> 62 

<211> 180 

<212> PRT 

<213> Homo sapiens 
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<400> 62 

Met Ala Leu Ala Asp Leu Tyr Glu Glu Gly Gly Gly Gly Gly Gly Glu 
15 10 15 

Gly Glu Asp Asn Ala Asp Ser Lys Glu Thr lie Cys Arg Pro Ser Gly 
20 25 30 

Arg Lys Ser Ser Lys Met Gin Ala Phe Arg lie Trp Asp Val Asn Gin 
35 40 45 

Lys Thr Phe Tyr Leu Arg Asn Asn Gin Leu Val Ala Gly Tyr Leu Gin 
50 55 60 

Gly Pro Asn Val Asn Leu Glu Glu Lys lie Asp Val Val Pro lie Glu 
65 70 75 80 

Pro His Ala Leu Phe Leu Gly lie His Gly Gly Lys Met Cys Leu Ser 
□ 85 90 95 

Cys Val Lys Ser Gly Asp Glu Thr Arg Leu Gin Leu Glu Ala Val Asn 
Ul 100 105 110 

O 

He Thr Asp Leu Ser Glu Asn Arg Lys Gin Asp Lys Arg Phe Ala Phe- 
. , 115 120 125 

Lj He Arg Ser Asp Ser Gly Pro Thr Thr Ser Phe Glu Ser Ala Ala Cys 
^1 130 135 140 

□ 

^Ij Pro Gly Trp Phe Leu Cys Thr Ala Met Glu Ala Asp Gin Pro Val Ser 
Q 145 150 155 160 

Leu Thr Asn Met Pro Asp Glu Gly Val Met Val Thr Lys Phe Tyr Phe 
165 170 175 

Gin Glu Asp Glu 
180 



<210> 63 
<211> 158 
<212> PRT 

<213> Homo sapiens 
<400> 63 

Gly Pro Ser Ala Leu Ser Tyr Cys Phe Arg He Lys Tyr Ala Asp Gin 
15 10 15 

Lys Ala Leu Tyr Thr Arg Asp Gly Gin Leu Leu Val Gly Asp Pro Val 
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20 25 30 

Ala Asp Asn Cys Cys Ala Glu Lys He Cys He Leu Pro Asn Arg Gly 
35 40 45 

Leu Ala Arg Thr Lys Val Pro He Phe Leu Gly He Gin Gly Gly Ser 
50 55 60 

Arg Cys Leu Ala Cys Val Glu Thr Glu Glu Gly Pro Ser Leu Gin Leu 
65 70 75 80 

Glu Pro Ser Thr Leu Pro Pro Gin Asp Val Asn He Glu Glu Leu Tyr 
85 90 95 

Lys Gly Gly Glu Glu Ala Thr Arg Phe Thr Phe Phe Gin Ser Ser Ser 
100 105 110 

^ Gly Ser Ala Phe Arg Leu Glu Ala Ala Ala Trp Pro Gly Trp Phe Leu 
H 115 120 125 

p Cys Gly Pro Ala Glu Pro Gin Gin Pro Val Gin Leu Thr Lys Glu Ser 
130 135 140 

S| Glu Pro Ser Ala Arg Thr Lys Phe Tyr Phe Glu Gin Ser Trp 
a 145 150 155 

SI 

O <210> 64 

<211> 266 

0 <212> PRT 

<213> Sus scrofa 

<400> 64 

Met Ala Thr Val Pro Glu Pro He Asn Glu Val Met Ala Tyr Tyr Ser 
15 10 15 

Asp Glu Asn Glu Leu Leu Phe Glu Val Asp Gly Pro Lys Gin Met Lys 
20 25 30 

Ser Cys Thr Gin His Leu Asp Leu Gly Ser Met Gly Asp Gly Asn He 
35 40 45 

Gin Leu Gin He Ser His Gin Leu Tyr Asn Lys Ser Phe Arg Gin Val 
50 55 60 

Val Ser Val He Val Ala Met Glu Lys Leu Arg Ser Arg Ala Tyr Glu 
65 70 75 80 
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His Val Phe Arg Asp Asp Asp Leu Arg Ser lie Leu Ser Phe lie Phe 
85 90 95 

Glu Glu Glu Pro Val lie Phe Glu Thr Ser Ser Asp Glu Leu Leu Cys 
100 105 110 

Asp Ala Ala Val Gin Ser Val Lys Cys Lys Leu Gin Asp Arg Glu Gin 
115 120 125 

Lys Ser Leu Val Leu Asp Ser Pro Cys Val Leu Lys Ala Leu His Leu 
130 135 140 

Leu Ser Gin Glu Met Ser Arg Glu Val Val Phe Cys Met Ser Phe Val 
145 150 155 160 

Gin Gly Glu Glu Arg Asp Asn Lys lie Pro Val Ala Leu Gly lie Arg 

Q ^'^^ 
in 

\^ Asp Lys Asn Leu Tyr Leu Ser Cys Val Lys Lys Gly Asp Thr Pro Thr 

y 180 185 190 

0 

P Leu Gin Leu Glu Glu Val Asp Pro Lys Val Tyr Pro Lys Arg Asn Met 
^ 195 200 205 

M 

s Glu Lys Arg Phe Val Phe Tyr Lys Thr Glu lie Lys Asn Thr Val Glu 
P 210 215 220 

M 

Q Phe Glu Ser Val Leu Tyr Pro Asn Trp Tyr He Ser Thr Ser Gin He 

2 225 230 235 240 

□ 

Glu Glu Lys Pro Val Phe Leu Gly Arg Phe Arg Gly Gly Gin Asp He 
245 250 255 

Thr Asp Phe Arg Met Glu Thr Leu Ser Pro 
260 265 



<210> 65 
<211> 329 
<212> DNA 
<213> Sus scrofa 

<400> 65 

catttaatag cctgtagaga cacagaattc 
ctgggaatca agggaaaaga tctctgtctc 
ttgcagctta aggaaaaaaa tatcatggac 
tttctctttt tccacaataa agaaggctcc 
ggctggttca tagccacctc caccacatca 



agtgacaagg aaaagggtaa tatggtttac 60 
ttctgtgcag aaattcaggg caagcctact 120 
ctgtatgtgg agaagaaagc acagaagccc 180 
acttctgtct ttcagtcagt ctcttaccct 240 
ggacagccca tctttctcac caaggagaga 300 
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w 
o 



ggcataacta ataacactaa cttctactt 329 



<210> 66 
<211> 197 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: consensus 
sequence 

<400> 66 

catatactga gagaaagatg tgcgagtatt gttcctggga tcaggaactt gcttctgtga 60 
atcggagtat cagtagaaaa tcagacctga gaagagcaaa agccttcttt cccaagggcc 120 
caccctttag tcagcctcct ggctggttct cactcacaac agcagcctct caccaagagc 180 
ataacacaat tctactt 197 



<210> 67 
<211> 331 



KJ <212> DNA 

g <213> Homo sapiens 

□ 

M <4 00> 67 

P caaatactaa actggaagag aagatagatg tggtgcctgt tgagcctcat tttgtgttcc 60 

^1 tggggatcca tggagggaag ctgtgcctgt cctgtgtcaa gtctggtgat gagatgaagc 120 

CJ tccagttgga cgcagttaac atcacagacc tgagaaagaa cagcgagcag gacaagcgct 180 

H" tcaccttcat ccgctccgac agtggcccca ccaccagctt tgagtcagcc gcctgtcctg 240 

gctggttcct ctgcactgca ctagaggcag accagcctgt tggcctcacc aacacgccca 300 

aagcagccgt caaggtcacc aagttctact t 331 



<210> 68 
<211> 149 
<212> PRT 

<213> Homo sapiens 
<400> 68 

Pro Lys Ser Tyr Ala lie Arg Asp Ser Arg Gin Met Val Trp Val Leu 
15 10 15 

Ser Gly Asn Ser Leu He Ala Ala Pro Leu Ser Arg Ser He Lys Pro 
20 25 30 

Val Thr Leu His Leu He Ala Cys Arg Asp Thr Glu Phe Ser Asp Lys 
35 40 45 
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Glu Lys Gly Asn Met Val Tyr Leu Gly lie Lys Gly Lys Asp Leu Cys 
50 55 60 

Leu Phe Cys Ala Glu lie Gin Gly Lys Pro Thr Leu Gin Leu Lys Glu 
65 70 75 80 

Lys Asn lie Met Asp Leu Tyr Val Glu Lys Lys Ala Gin Lys Pro Phe 
85 90 95 

Leu Phe Phe His Asn Lys Glu Gly Ser Thr Ser Val Phe Gin Ser Val 
100 105 110 

Ser Tyr Pro Gly Trp Phe lie Ala Thr Ser Thr Thr Ser Gly Gin Pro 
115 120 125 

p He Phe Leu Thr Lys Glu Arg Gly He Thr Asn Asn Thr Asn Phe Tyr 
130 135 140 

si 

y Leu Asp Ser Val Glu 
D 145 

m 
H 

<210> 69 

<211> 149 

<212> PRT 

<213> Homo sapiens 

o 

<400> 69 

H Pro Lys Ser Tyr Ala He Arg Asp Ser Arg Gin Met Val Trp Val Leu 
1 5 10 15 

Ser Gly Asn Ser Leu He Ala Ala Pro Leu Ser Arg Ser He Lys Pro 
20 25 30 

Val Thr Leu His Leu He Ala Cys Arg Asp Thr Glu Phe Ser Asp Lys 
35 40 45 

Glu Lys Gly Asn Met Val Tyr Leu Gly He Lys Gly Lys Asp Leu Cys 
50 55 60 

Leu Phe Cys Ala Glu He Gin Gly Lys Pro Thr Leu Gin Leu Lys Glu 
65 70 75 80 

Lys Asn He Met Asp Leu Tyr Val Glu Lys Lys Ala Gin Lys Pro Phe 
85 90 95 

Leu Phe Phe His Asn Lys Glu Gly Ser Thr Ser Val Phe Gin Ser Val 
100 105 110 
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Ser Tyr Pro Gly Trp Phe lie Ala Thr Ser Thr Thr Ser Gly Gin Pro 
115 120 125 



He Phe Leu Thr Lys Glu Arg Gly He Thr Asn Asn Thr Asn Phe Tyr 
130 135 140 

Leu Asp Ser Val Glu 
145 



<210> 70 
<211> 149 
<212> PRT 

<213> Homo sapiens 
<400> 70 

Pro Lys Ser Tyr Ala He Arg Asp Ser Arg Gin Met Val Trp Val Leu 
15 10 15 

Ser Gly Asn Ser Leu He Ala Ala Pro Leu Ser Arg Ser He Lys Pro 
20 25 30 

Val Thr Leu His Leu He Ala Cys Arg Asp Thr Glu Phe Ser Asp Lys 
35 40 45 

Glu Lys Gly Asn Met Val Tyr Leu Gly He Lys Gly Lys Asp Leu Cys 
50 55 60 

Leu Phe Cys Ala Glu He Gin Gly Lys Pro Thr Leu Gin Leu Lys Glu 
65 70 75 80 

Lys Asn He Met Asp Leu Tyr Val Glu Lys Lys Ala Gin Lys Pro Phe 
85 90 95 

Leu Phe Phe His Asn Lys Glu Gly Ser Thr Ser Val Phe Gin Ser Val 
100 105 110 

Ser Tyr Pro Gly Trp Phe He Ala Thr Ser Thr Thr Ser Gly Gin Pro 
115 120 125 

He Phe Leu Thr Lys Glu Arg Gly He Thr Asn Asn Thr Asn Phe Tyr 
130 135 140 



Leu Asp Ser Val Glu 
145 



<210> 71 
<211> 85 
<212> PRT 

<213> Homo sapiens 
<400> 71 

Pro Lys Ser Tyr Ala He Arg Asp Ser Arg Gin Met Val Trp Val Leu 
15 10 15 

Ser Gly Asn Ser Leu He Ala Ala Pro Leu Ser Arg Ser He Lys Pro 
20 25 30 

Val Thr Leu His Leu He Ala Cys Arg Asp Thr Glu Phe Ser Asp Lys 
35 40 45 

Glu Lys Gly Asn Met Val Tyr Leu Gly He Lys Gly Lys Asp Leu Cys 
50 55 60 

Leu Phe Cys Ala Glu He Gin Gly Lys Pro Thr Leu Gin Leu Lys Glu 
65 70 75 80 

Lys Asn He Met Asp 
85 



<210> 72 
<211> 80 
<212> PRT 

<213> Homo sapiens 
<400> 72 

Pro Lys Ser Tyr Ala He Arg Asp Ser Arg Gin Met Val Trp Val Leu 
15 10 15 

Ser Gly Asn Ser Leu He Ala Ala Pro Leu Ser Arg Ser He Lys Pro 
20 25 30 

Val Thr Leu His Leu He Ala Cys Arg ,Asp Thr Glu Phe Ser Asp Lys 
35 40 45 

Glu Lys Gly Asn Met Val Tyr Leu Gly He Lys Gly Lys Asp Leu Cys 
50 55 60 



Leu Phe Cys Ala Glu He Gin Gly Lys Pro Thr Leu Gin Leu Lys Asp 
65 70 75 80 



O 



<210> 73 
<211> 85 
<212> PRT 

<213> Homo sapiens 
<400> 73 

Pro Lys Ser Tyr Ala He Arg Asp Ser Arg Gin Met Val Trp Val Leu 
15 10 15 

Ser Gly Asn Ser Leu He Ala Ala Pro Leu Ser Arg Ser He Lys Pro 
20 25 30 

Val Thr Leu His Leu He Ala Cys Arg Asp Thr Glu Phe Ser Asp Lys 
35 40 45 

Glu Lys Gly Asn Met Val Tyr Leu Gly He Lys Gly Lys Asp Leu Cys 
50 55 60 

Leu Phe Cys Ala Glu He Gin Gly Lys Pro Thr Leu Gin Leu Lys Leu 
65 70 75 80 

1=1 

Gin Gly Ser Gin Asp 

□ <210> 74 

^11 <211> 146 

O <212> PRT 

H^' <213> Homo sapiens 

<400> 74 

Tyr Ala He Arg Asp Ser Arg Gin Met Val Trp Val Leu Ser Gly Asn 
15 10 15 

Ser Leu He Ala Ala Pro Leu Ser Arg Ser He Lys Pro Val Thr Leu 
20 25 30 

His Leu He Ala Cys Arg Asp Thr Glu Phe Ser Asp Lys Glu Lys Gly 
35 40 45 

Asn Met Val Tyr Leu Gly He Lys Gly Lys Asp Leu Cys Leu Phe Cys 
50 55 60 

Ala Glu He Gin Gly Lys Pro Thr Leu Gin Leu Lys Glu Lys Asn He 
65 70 75 80 



42 




Met Asp Leu Tyr Val Glu Lys Lys 
85 

His Asn Lys Glu Gly Ser Thr Ser 
100 

Gly Trp Phe lie Ala Thr Ser Thr 
115 120 

Thr Lys Glu Arg Gly lie Thr Asn 
130 135 

Val Glu 
145 




Ala Gin Lys Pro Phe Leu Phe Phe 
90 95 

Val Phe Gin Ser Val Ser Tyr Pro 
105 110 

Thr Ser Gly Gin Pro lie Phe Leu 
125 

Asn Thr Asn Phe Tyr Leu Asp Ser 
140 



<210> 75 
P <211> 52 
^} <212> PRT 
S-l <213> Homo sapiens 



P <400> 75 

H 



«• Asp Ser Val Leu Asn Leu Ala Leu Lys lie Asp Leu Gly Gly Cys Leu 
K 1 5 10 15 



o 

G 



Cys Gin Pro Thr Leu Leu Asn lie Met Leu Tyr Lys Lys Phe Phe Gly 
20 25 30 

Thr Ser Phe Ser Tyr Pro Gly Trp Phe Thr Gin Pro Leu Thr Glu Gly 
35 40 45 

Asn Thr Phe Tyr 
50 



<210> 76 
<211> 147 
<212> PRT 

<213> Homo sapiens 
<400> 76 

Phe Arg Met Lys Asp Ser Ala Leu Lys Val Leu Tyr Leu His Asn Asn 
15 10 15 

Gin Leu Leu Ala Gly Gly Leu His Ala Gly Lys Val lie Lys Gly Glu 
20 25 30 

Glu lie Ser Val Val Pro Asn Arg Trp Leu Asp Ala Ser Leu Ser Pro 
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35 40 45 

Val He Leu Gly Val Gin Gly Gly Ser Gin Cys Leu Ser Cys Gly Val 
50 55 60 

Gly Gin Glu Pro Thr Leu Thr Leu Glu Pro Val Asn He Met Glu Leu 
65 70 75 80 

Tyr Leu Gly Ala Lys Glu Ser Lys Ser Phe Thr Phe Tyr Arg Arg Asp 
85 90 95 

Met Gly Leu Thr Ser Ser Phe Glu Ser Ala Ala Tyr Pro Gly Trp Phe 
100 105 110 

Leu Cys Thr Val Pro Glu Ala Asp Gin Pro Val Arg Leu Thr Gin Leu 
115 120 125 

O Pro Glu Asn Gly Gly Trp Asn Ala Pro He Thr Asp Phe Tyr Phe Gin 
€^ 130 135 140 

H 

W Gin Cys Asp 

m 

<210> 77 
p <211> 170 
V| <212> PRT 

<213> Homo sapiens 

□ <400> 77 

fl Met Gly Thr Pro Gly Leu Ala Leu His Ala Asp Trp Thr Val Ser Gin 
15 10 15 

Asp Phe Cys Arg Thr Pro Lys Ser Tyr Ala He Arg Asp Ser Arg Gin 
20 25 30 

Met Val Trp Val Leu Ser Gly Asn Ser Leu He Ala Ala Pro Leu Ser 
35 40 45 

Arg Ser He Lys Pro Val Thr Leu His Leu He Ala Cys Arg Asp Thr 
50 55 60 

Glu Phe Ser Asp Lys Glu Lys Gly Asn Met Val Tyr Leu Gly He Lys 
65 70 75 80 

Gly Lys Asp Leu Cys Leu Phe Cys Ala Glu He Gin Gly Lys Pro Thr 
85 90 95 
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Leu Gin Leu Lys Glu Lys Asn lie 
100 

Ala Gin Lys Pro Phe Leu Phe Phe 
115 120 

Val Phe Gin Ser Val Ser Tyr Pro 
130 135 

Thr Ser Gly Gin Pro lie Phe Leu 
145 150 

Asn Thr Asn Phe Tyr Leu Asp Ser 
165 




Met Asp Leu Tyr Val Glu Lys Lys 
105 110 

His Asn Lys Glu Gly Ser Thr Ser 
125 

Gly Trp Phe lie Ala Thr Ser Thr 
140 

Thr Lys Glu Arg Gly lie Thr Asn 
155 160 

Val Glu 
170 



<210> 78 
O <211> 212 
P^, <212> PRT 
^""'^ <213> Homo sapiens 

Ul 

2 <400> 78 

Asp Asn His Thr Met Arg Gly Thr Pro Gly Asp Ala Asp Gly Gly Gly 
N| 1 5 10 15 

3 

P Arg Ala Val Tyr Gin Ser Ser Glu Ser Asn Ala Val Gly Met Gly Leu 
Q 20 25 30 

'4j Trp Arg Leu Arg Pro Ser Ala Leu Thr Leu Ser Pro Val Glu Ala Pro 
O 35 40 45 

Ala Phe Ser Ala Pro Leu Cys Thr Leu Pro Phe Pro Pro Val Cys Lys 
50 55 60 

Pro lie Thr Gly Thr lie Asn Asp Leu Asn Gin Gin Val Trp Thr Leu 
65 70 75 80 

Gin Gly Gin Asn Leu Val Ala Val Pro Arg Ser Asp Ser Val Thr Pro 
85 90 95 

Val Thr Val Ala Val He Thr Cys Lys Tyr Pro Glu Ala Leu Glu Gin 
100 105 110 

Gly Arg Gly Asp Pro He Tyr Leu Gly He Gin Asn Pro Glu Met Cys 
115 120 125 

Leu Tyr Cys Glu Lys Val Gly Glu Gin Pro Thr Leu Gin Leu Lys Glu 
130 135 140 
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Gin Lys lie Met Asp Leu Tyr Gly 
145 150 

Leu Phe Tyr Arg Ala Lys Thr Gly 
165 

Ala Phe Pro Asp Trp Phe lie Ala 
180 

lie Leu Thr Ser Glu Leu Gly Lys 
195 200 

Asn lie Asn Asp 
210 




Gin Pro Glu Pro Val Lys Pro Phe 
155 160 

Arg Thr Ser Thr Leu Glu Ser Val 
170 175 

Ser Ser Lys Arg Asp Gin Pro lie 
185 190 

Ser Tyr Asn Thr Ala Phe Glu Leu 
205 



P <210> 79 
€l <211> 180 
^1 <212> PRT 

<213> Homo sapiens 

Q 

m. 

Y <400> 79 

^ Met Ala Leu Ala Asp Leu Tyr Glu Glu Gly Gly Gly Gly Gly Gly Glu 
15 10 15 

□. 

S^l Gly Glu Asp Asn Ala Asp Ser Lys Glu Thr lie Cys Arg Pro Ser Gly 
P 20 25 30 

4 

p Arg Lys Ser Ser Lys Met Gin Ala Phe Arg lie Trp Asp Val Asn Gin 
p 35 40 45 

Lys Thr Phe Tyr Leu Arg Asn Asn Gin Leu Val Ala Gly Tyr Leu Gin 
50 55 60 

Gly Pro Asn Val Asn Leu Glu Glu Lys He Asp Val Val Pro He Glu 
65 70 75 80 

Pro His Ala Leu Phe Leu Gly He His Gly Gly Lys Met Cys Leu Ser 
85 90 95 

Cys Val Lys Ser Gly Asp Glu Thr Arg Leu Gin Leu Glu Ala Val Asn 
100 105 110 

He Thr Asp Leu Ser Glu Asn Arg Lys Gin Asp Lys Arg Phe Ala Phe 
115 120 125 

He Arg Ser Asp Ser Gly Pro Thr Thr Ser Phe Glu Ser Ala Ala Cys 
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130 135 140 

Pro Gly Trp Phe Leu Cys Thr Ala Met Glu Ala Asp Gin Pro Val Ser 
145 150 155 160 

Leu Thr Asn Met Pro Asp Glu Gly Val Met Val Thr Lys Phe Tyr Phe 
165 170 175 

Gin Glu Asp Glu 
180 



<210> 80 
<211> 155 
<212> PRT 

<213> Homo sapiens 
g <400> 80 

Met Val Leu Ser Gly Ala Leu Cys Phe Arg Met Lys Asp Ser Ala Leu 
UJ 15 10 15 

d 

01 Lys Val Leu Tyr Leu His Asn Asn Gin Leu Leu Ala Gly Gly Leu His 
\^ 20 25 30 

M 

a Ala Gly Lys Val He Lys Gly Glu Glu He Ser Val Val Pro Asn Arg 
B 35 40 45 

SI: 

P Trp Leu Asp Ala Ser Leu Ser Pro Val He Leu Gly Val Gin Gly Gly 
50 55 60 

□ 
Li* 

^ Ser Gin Cys Leu Ser Cys Gly Val Gly Gin Glu Pro Thr Leu Thr Leu 
65 70 75 80 

Glu Pro Val Asn He Met Glu Leu Tyr Leu Gly Ala Lys Glu Ser Lys 
85 90 95 

Ser Phe Thr Phe Tyr Arg Arg Asp Met Gly Leu Thr Ser Ser Phe Glu 
100 105 110 

Ser Ala Ala Tyr Pro Gly Trp Phe Leu Cys Thr Val Pro Glu Ala Asp 
115 120 125 

Gin Pro Val Arg Leu Thr Gin Leu Pro Glu Asn Gly Gly Trp Asn Ala 
130 135 140 

Pro He Thr Asp Phe Tyr Phe Gin Gin Cys Asp 
145 150 155 
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<210> 81 
<211> 2S6 
<212> PRT 

<213> Homo sapiens 
<400> 81 

Met Ala Thr Val Pro Glu Pro He Asn Glu Val Met Ala Tyr Tyr Ser 
15 10 15 

Asp Glu Asn Glu Leu Leu Phe Glu Val Asp Gly Pro Lys Gin Met Lys 
20 25 30 

Ser Cys Thr Gin His Leu Asp Leu Gly Ser Met Gly Asp Gly Asn He 
35 40 45 

Gin Leu Gin He Ser His Gin Leu Tyr Asn Lys Ser Phe Arg Gin Val 
50 55 60 

Val Ser Val He Val Ala Met Glu Lys Leu Arg Ser Arg Ala Tyr Glu 
65 70 75 80 

His Val Phe Arg Asp Asp Asp Leu Arg Ser He Leu Ser Phe He Phe 
85 90 95 

Glu Glu Glu Pro Val He Phe Glu Thr Ser Ser Asp Glu Leu Leu Cys 
100 105 110 

Asp Ala Ala Val Gin Ser Val Lys Cys Lys Leu Gin Asp Arg Glu Gin 
115 120 125 

Lys Ser Leu Val Leu Asp Ser Pro Cys Val Leu Lys Ala Leu His Leu 
130 135 140 

Leu Ser Gin Glu Met Ser Arg Glu Val Val Phe Cys Met Ser Phe Val 
145 150 155 160 

Gin Gly Glu Glu Arg Asp Asn Lys He Pro Val Ala Leu Gly He Arg 
165 170 175 

Asp Lys Asn Leu Tyr Leu Ser Cys Val Lys Lys Gly Asp Thr Pro Thr 
180 185 190 

Leu Gin Leu Glu Glu Val Asp Pro Lys Val Tyr Pro Lys Arg Asn Met 
195 200 205 

Glu Lys Arg Phe Val Phe Tyr Lys Thr Glu He Lys Asn Thr Val Glu 
210 215 220 
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Phe Glu Ser Val Leu Tyr Pro Asn Trp Tyr lie Ser Thr Ser Gin He 
225 230 235 240 

Glu Glu Lys Pro Val Phe Leu Gly Arg Phe Arg Gly Gly Gin Asp He 
245 250 255 

Thr Asp Phe Arg Met Glu Thr Leu Ser Pro 
260 265 



<210> 82 

<211> 244 

<212> DNA 

<213> Homo sapiens 

p <400> 82 

tctacctggg cctgaatgga ctcaatctct gcctgatgtg tgctaaagtc ggggaccagc 60 

S.| ccacactgca gctgaagctt caggaaaagg atataatgga tttgtacaac caacccgagc 120 

y ctgtgaagtc ctttctcttc taccacagcc agagtggcag gaactccacc ttcgagtctg 180 

P tggctttccc tggctggttc atcgctgtca gctctgaagg aggctgtcct ctcatcctta 24 0 
gi ccca 244 



o 

SI 
Q 

O 



<210> 83 

<211> 150 

<212> DNA 

<213> Homo sapiens 

<400> 83 

ttcctgggta tggaaacttg cctgtgtgta agtcgggaag actcagtgac cagaaataga 60 
tgaaaaaccg agcgaagctt cttcccccaa gtggcaccca cttgagtcgg ctcctggctg 120 
gttctctgcg cctaggagcc cttcctacca 150 



<210> 84 

<211> 238 

<212> DNA 

<213> Homo sapiens 

<400> 84 

tgttcctggg gatccatgga gggaagctgt 
tgaagctcca gttggacgca gttaacatca 
agcgcttcac cttcatccgc tccgacagtg 
gtcctggctg gttcctctgc actgcactag 



gcctgtcctg tgtcaagtct ggtgatgaga 60 
cagacctgag aaagaacagc gagcaggaca 120 
gccccaccac cagctttgag tcagccgcct 180 
aggcagacca gcctgttggc ctcaccaa 238 



<210> 85 
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<211> 130 
<212> PRT 

<213> Homo sapiens 
<400> 85 

Asp lie Asn His Arg Val Trp Val Leu Gin Asp Gin Thr Leu lie Ala 
15 10 15 

Val Pro Arg Lys Val Phe Pro Val Thr lie Ala Leu lie Ser Cys Arg 
20 25 30 

His Val Glu Thr Leu Glu Lys Asp Arg Gly Asn Pro He Tyr Leu Gly 
35 40 45 

Leu Asn Gly Leu Asn Leu Cys Leu Met Cys Ala Lys Val Gly Asp Gin 
O 50 55 60 

SI 

* Pro Thr Leu Gin Leu Lys Leu Gin Glu Lys Asp He Met Asp Leu Tyr 
p 65 70 75 80 



Asn Gin Pro Glu Pro Val Lys Ser Phe Leu Phe Tyr His Ser Gin Ser 



85 90 95 



p Gly Arg Asn Ser Thr Phe Glu Ser Val Ala Phe Pro Gly Trp Phe He 
S| 100 105 110 

s 

41 Ala Val Ser Ser Glu Gly Gly Cys Pro Leu He Leu Thr Gin Glu Leu 

@ 115 120 125 

¥^ 

Gly Lys 
130 



<210> 86 
<211> 126 
<212> PRT 

<213> Homo sapiens 
<400> 86 

Asp He Asn His Arg Val Trp Val Leu Gin Asp Gin Thr Leu He Ala 
15 10 15 

Val Pro Arg Lys Pro Val Thr He Ala Leu He Ser Cys Arg His Val 
20 25 30 

Glu Thr Leu Glu Lys Asp Arg Gly Asn Pro He Tyr Leu Gly Leu Asn 
35 40 45 



50 



Gly Leu Asn Leu Cys Leu Met Cys Ala Lys Val Gly Asp Gin Pro Thr 
50 55 60 



Leu Gin Leu Lys Glu Lys Asp lie Met Asp Leu Tyr Asn Gin Pro Glu 
65 70 75 80 

Pro Val Lys Ser Phe Leu Phe Tyr His Ser Gin Ser Gly Arg Asn Ser 
85 90 95 

Thr Phe Glu Ser Val Ala Phe Pro Gly Trp Phe He Ala Val Ser Ser 
100 105 110 

Glu Gly Gly Cys Pro Leu lie Leu Thr Gin Glu Leu Gly Lys 
115 120 125 



<210> 87 
<211> 130 
<212> PRT 

<213> Homo sapiens 
<400> 87 

Asp He Asn His Arg Val Trp Val Leu Gin Asp Gin Thr Leu He Ala 
15 10 15 

Val Pro Arg Lys Asp Arg Met Ser Pro Val Thr He Ala Leu He Ser 
20 25 30 

Cys Arg His Val Glu Thr Leu Glu Lys Asp Arg Gly Asn Pro He Tyr 
35 40 45 

Leu Gly Leu Asn Gly Leu Asn Leu Cys Leu Met Cys Ala Lys Val Gly 
50 55 60 

Asp Gin Pro Thr Leu Gin Leu Lys Glu Lys Asp He Met Asp Leu Tyr 
65 70 75 80 

Asn Gin Pro Glu Pro Val Lys Ser Phe Leu Phe Tyr His Ser Gin Ser 
85 90 95 

Gly Arg Asn Ser Thr Phe Glu Ser Val Ala Phe Pro Gly Trp Phe He 
100 105 110 

Ala Val Ser Ser Glu Gly Gly Cys Pro Leu He Leu Thr Gin Glu Leu 
115 120 125 

Gly Lys 
130 
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<210> 88 
<211> 130 
<212> PRT 

<213> Homo sapiens 
<400> 88 

Asp lie Asn His Arg Val Trp Val Leu Gin Asp Gin Thr Leu lie Ala 
15 10 15 

Val Pro Arg Lys Val Phe Pro Val Thr lie Ala Leu He Ser Cys Arg 
20 25 30 

His Val Glu Thr Leu Glu Lys Asp Arg Gly Asn Pro He Tyr Leu Gly 
35 40 45 

□ 

Leu Asn Gly Leu Asn Leu Cys Leu Met Cys Ala Lys Val Gly Asp Gin 
\| 50 55 60 

w 

p Pro Thr Leu Gin Leu Lys Leu Gin Glu Lys Asp He Met Asp Leu Tyr 
65 70 75 80 

^1 Asn Gin Pro Glu Pro Val Lys Ser Phe Leu Phe Tyr His Ser Gin Ser 
3 85 90 95 

Gly Arg Asn Ser Thr Phe Glu Ser Val Ala Phe Pro Gly Trp Phe He 
% 100 105 110 

€1 

Ala Val Ser Ser Glu Gly Gly Cys Pro Leu He Leu Thr Gin Glu Leu 

115 120 125 

\ 

Gly Lys 
130 



<210> 89 
<211> 82 
<212> PRT 

<213> Homo sapiens 
<400> 89 

Asp Asn Val Trp Leu Gin Gin Leu Ala Val Pro Arg Val Pro Val Thr 
15 10 15 

Ala He Cys Glu Leu Glu Arg Gly Pro He Tyr Leu Gly Cys Leu Cys 
20 25 30 
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Lys Val Gly Gin Pro Thr Leu Gin Leu Lys Glu He Met Asp Leu Tyr 
35 40 45 

Gin Pro Glu Pro Val Lys Phe Leu Phe Tyr Gly Arg Ser Thr Glu Ser 
50 55 60 

Val Ala Phe Pro Trp Phe He Ala Ser Ser Pro He Leu Thr Glu Leu 
65 70 75 80 

Gly Lys 



<210> 90 
<211> 129 
<212> PRT 

<213> Homo sapiens 

& 

<400> 90 

j^l Asp Leu Asn Gin Gin Val Trp Thr Leu Gin Gly Gin Asn Leu Val Ala 

m. 

Val Pro Arg Ser Asp Ser Val Thr Pro Val Thr Val Ala Val He Thr 
S| 20 25 30 

9 

P Cys Lys Tyr Pro Glu Ala Leu Glu Gin Gly Arg Gly Asp Pro He Tyr 
S| 35 40 45 

o 

^1 Leu Gly He Gin Asn Pro Glu Met Cys Leu Tyr Cys Glu Lys Val Gly 
50 55 60 

Glu Gin Pro Thr Leu Gin Leu Lys Glu Gin Lys He Met Asp Leu Tyr 
65 70 75 80 

Gly Gin Pro Glu Pro Val Lys Pro Phe Leu Phe Tyr Arg Ala Lys Thr 
85 90 95 

Gly Arg Thr Ser Thr Leu Glu Ser Val Ala Phe Pro Asp Trp Phe He 
100 105 110 

Ala Ser Ser Lys Arg Asp Gin Pro He He Leu Thr Ser Glu Leu Gly 
115 120 125 

Lys 



<210> 91 
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<211> 81 
<212> PRT 

<213> Mus musculus 
<400> 91 

lie Tyr Leu Gly Leu Asn Gly Leu Asn Leu Cys Leu Met Cys Ala Lys 
15 10 15 

Val Gly Asp Gin Pro Thr Leu Gin Leu Lys Leu Gin Glu Lys Asp He 
20 25 30 

Met Asp Leu Tyr Asn Gin Pro Glu Pro Val Lys Ser Phe Leu Phe Tyr 
35 40 45 

His Ser Gin Ser Gly Arg Asn Ser Thr Phe Glu Ser Val Ala Phe Pro 
50 55 60 



65 70 75 80 

Thr 



P Gly Trp Phe He Ala Val Ser Ser Glu Gly Gly Cys Pro Leu He Leu 

H 
W 
□ 

m 

M 

g <210> 92 

C <211> 35 

V| <212> PRT 

□ <213> Artificial Sequence 

p <220> 

H- <223> Description of Artificial Sequence: consensus 
sequence 

<400> 92 

Leu Gly Gly Leu Cys Leu Cys Ala Lys Gly Asp Leu Leu Glu He Asp 
15 10 15 

Leu Glu Lys Phe Phe Ser Gly Phe Glu Ser Ala Pro Gly Trp Phe Glu 
20 25 30 

Pro Leu Thr 
35 



<210> 93 

<211> 79 

<212> PRT 

<213> Homo sapiens 
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<400> 93 

Val Phe Leu Gly lie His Gly Gly Lys Leu Cys Leu Ser Cys Ala Lys 
15 10 15 

Ser Gly Asp Asp He Lys Leu Gin Leu Glu Glu Val Asn He Thr Asp 
20 25 30 

Leu Ser Lys Asn Lys Glu Glu Asp Lys Arg Phe Thr Phe He Arg Ser 
35 40 45 

Glu Lys Gly Pro Thr Thr Ser Phe Glu Ser Ala Ala Cys Pro Gly Trp 
50 55 60 

Phe Leu Cys Thr Thr Leu Glu Ala Asp Arg Pro Val Ser Leu Thr 
65 70 75 



<210> 94 
M <211> 178 
Ul <212> PRT 
G <213> Mus musculus 

m 

(^^ <400> 94 

Met Glu He Cys Trp Gly Pro Tyr Ser His Leu He Ser Leu Leu Leu 

si 

«^ He Leu Leu Phe His Ser Glu Ala Ala Cys Arg Pro Ser Gly Lys Arg 

s 

p 

j^t Pro Cys Lys Met Gin Ala Phe Arg He Trp Asp Thr Asn Gin Lys Thr 
35 40 45 

Phe Tyr Leu Arg Asn Asn Gin Leu He Ala Gly Tyr Leu Gin Gly Pro 
50 55 60 

Asn He Lys Leu Glu Glu Lys He Asp Met Val Pro He Asp Leu His 
65 70 75 80 

Ser Val Phe Leu Gly He His Gly Gly Lys Leu Cys Leu Ser Cys Ala 
85 90 95 

Lys Ser Gly Asp Asp He Lys Leu Gin Leu Glu Glu Val Asn He Thr 
100 105 110 

Asp Leu Ser Lys Asn Lys Glu Glu Asp Lys Arg Phe Thr Phe He Arg 
115 120 125 
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Ser Glu Lys Gly Pro Thr Thr Ser Phe Glu Ser Ala Ala Cys Pro Gly 
130 135 140 



Trp Phe Leu Cys Thr Thr Leu Glu Ala Asp Arg Pro Val Ser Leu Thr 
145 150 155 160 

Asn Thr Pro Glu Glu Pro Leu He Val Thr Lys Phe Tyr Phe Gin Glu 
165 170 175 



Asp Gin 



<210> 95 
<211> 177 
<212> PRT 
<213> Equus 



cabal lus 



<400> 95 
Met Glu He Arg 
1 

Phe Leu Phe Tyr 

20 

Cys Lys Met Gin 
35 

Tyr Met Arg Asn 
50 

Thr Lys Leu Gin 
65 

Leu Phe Leu Gly 



Ser Gly Asp Glu 
100 

Leu Ser Lys Asn 
115 

Asn Ser Gly Pro 
130 

Phe Leu Cys Thr 
145 



Arg Arg Ser Val 

5 

Ser Glu Thr Ala 



Ala Phe Arg He 
40 

Asn Gin Leu Val 
55 

Glu Lys He Asp 
70 

Leu His Gly Arg 
85 

He Arg Phe Gin 



Lys Glu Glu Asn 
120 

Thr Thr Ser Phe 
135 

Ala Gin Glu Ala 
150 



Arg His Leu He 
10 

Cys His Pro Leu 
25 

Trp Asp Val Asn 



Ala Gly Tyr Leu 
60 

Val Val Pro He 
75 

Lys Leu Cys Leu 
90 

Leu Glu Ala Val 
105 

Lys Arg Phe Thr 



Glu Ser Ala Ala 
140 

Asp Arg Pro Val 
155 



Ser Leu Leu Leu 
15 

Gly Lys Arg Pro 
30 

Gin Lys Thr Phe 
45 

Gin Glu Ser Asn 



Glu Pro Asp Ala 
80 

Ala Cys Val Lys 
95 

Asn He Thr Asp 
110 

Phe He Arg Ser 
125 

Cys Pro Gly Trp 



Ser Leu Thr Asn 
160 
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Lys Pro Lys Glu Ser Phe Met Val Thr Lys Phe Tyr Leu Gin Glu Asp 
165 170 175 



Gin 



<210> 96 
<211> 155 
<212> PRT 

<213> Homo sapiens 
<400> 96 

Met Val Leu Ser Gly Ala Leu Cys Phe Arg Met Lys Asp Ser Ala Leu 
15 10 15 

P Lys Val Leu Tyr Leu His Asn Asn Gin Leu Leu Ala Gly Gly Leu His 
20 25 30 

M 

Ala Gly Lys Val He Lys Gly Glu Glu lie Ser Val Val Pro Asn Arg 
S 35 40 45 

u 

Trp Leu Asp Ala Ser Leu Ser Pro Val He Leu Gly Val Gin Gly Gly 
'* 50 55 60 

o 

Ser Gin Cys Leu Ser Cys Gly Val Gly Gin Glu Pro Thr Leu Thr Leu 
p 65 70 75 80 

p Glu Pro Val Asn He Met Glu Leu Tyr Leu Gly Ala Lys Glu Ser Lys 
j«l 85 90 95 

Ser Phe Thr Phe Tyr Arg Arg Asp Met Gly Leu Thr Ser Ser Phe Glu 
100 105 110 

Ser Ala Ala Tyr Pro Gly Trp Phe Leu Cys Thr Val Pro Glu Ala Asp 
115 120 125 

Gin Pro Val Arg Leu Thr Gin Leu Pro Glu Asn Gly Gly Trp Asn Ala 
130 135 140 

Pro He Thr Asp Phe Tyr Phe Gin Gin Cys Asp 
145 150 155 



<210> 97 
<211> 130 
<212> PRT 
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4 



<213> Homo sapiens 
<400> 97 

Asp lie Asn His Arg Val Trp Val Leu Gin Asp Gin Thr Leu lie Ala 
15 10 15 

Val Pro Arg Lys Val Phe Pro Val Thr He Ala Leu He Ser Cys Arg 
20 25 30 

His Val Glu Thr Leu Glu Lys Asp Arg Gly Asn Pro He Tyr Leu Gly 
35 40 45 

Leu Asn Gly Leu Asn Leu CYs Leu Met Cys Ala Lys Val Gly Asp Gin 
50 55 60 

Pro Thr Leu Gin Leu Lys Leu Gin Glu Lys Asp He Met Asp Leu Tyr 
65 70 75 80 

Asn Gin Pro Glu Pro Val Lys Ser Phe Leu Phe Tyr His Ser Gin Ser 
85 90 95 

Gly Arg Asn Ser Thr Phe Glu Ser Val Ala Phe Pro Gly Trp Phe He 
100 105 110 

Ala Val Ser Ser Glu Gly Gly Cys Pro Leu He Leu Thr Gin Glu Leu 
115 120 125 

Gly Lys 
130 



<210> 98 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: chemically 
synthesized 

<400> 98 

tgaagcttca gctgcagtgt 

<210> 99 
<211> 26 
<212> DNA 

<213> Artificial Sequence 
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<220> 

<223> Description of Artificial Sequence: chemically 
synthesized 

<400> 99 

ccgactttag cacacatcag gcagag 



<210> 100 
<211> 19 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: chemically 
synthesized 

<400> 100 

gggcctgaat ggactcaat 
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